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PROCESSES FOR PURIFYING 
PHOSPHOLIPASE A- AND PRODUCING 
PHOSPHOLIPASE A, -LIKE POLYPEPTIDES 



TECHNICAL FIELD OF INVENTION 

This invention relates to processes for 
purifying acid stable phospholipase A 2 « Speci- 
fically, the invention relates to processes for the 
purification of phospholipase A 2 from biological 
sources, such as non-pancreatic human sources which 
15 contain very small amounts of that enzyme. More 

specifically, this invention relates to the purifi- 
cation and characterization of phospholipase A 2 from 
human platelets and from human rheumatoid synovial 
fluid. This invention also relates to polypeptides 
corresponding to at least a portion of the amino 
terminal amino acid sequence of human platelet and 
rheumatoid synovial fluid phospholipase A 2 , and anti- 
bodies thereto, as well as antibodies to purified, 
intact, acid-stable phospholipase A 2 for use in the 
25 treatment or diagnosis of inflammation and tissue 
injury associated with various diseases. This in- 
vention further relates to DNA sequences which encode 
human inflammatory phospholipase A 2 and methods for 
producing phospholipase A 2 in hosts transformed with 



recombinant DNA molecules comprising those DNA 
sequences. 



BACKGROUND ART 

Phospholipases A 2 (phosphatide 2-acylhy- 
drolase, EC 3.1.1.4, PLA 2 ) are a family of lipolytic 
proteins that specifically cleave the acyl ester 
linkage at the sn-2 position of glycerophospholipids . 
These enzymes are ubiquitous and are present in 
virtually every cell type from bacteria to man. 
Nearly all of the phospholipases A £ studied to date 
have a molecular weight of between 10 and 15 kilo- 
daltons, but they differ substantially in amino 
acid sequence. Secretory phospholipases A £ may be 
divided into two categories: digestive (produced 
and secreted by digestive organs, such as the 
pancreas), and inflammatory (produced and secreted 
by inflammatory cells, such as platelets or neutro- 
phils, or found in inflammatory fluids, such as 
rheumatoid synovial fluid). 

In mammals, phospholipase A 2 is found in 
abundant quantities in the pancreas, other cellular 
and extracellular mammalian phospholipases ^ are 
found in much smaller amounts. In humans, non-pan- 
creatic phospholipases ^ have been found in seminal 
plasma, synovial fluid, septic shock serum, and 
bronchoalveolar lavage fluid of alveolar proteinosis 
(P. Vadas and W. Pruzanski, "Biology of Disease. 
Role of Secretory Phospholipases A 2 in the Patho- 
biology of Disease", Lab. Invest. . 55, pp. 391-404 
(1986)). Most of the mammalian phospholipases A 2 are 
acid-stable, and all are are calcium-dependent to 
varying degrees. To date, with one exception, 
non-pancreatic phospholipases A 2 demonstrate no 
immunological cross -reactivity with pancreatic 
phospholipase A 2 (J. G. N. DeJung et al. "Monoclonal 
Antibodies Against an Intracellular Phospholipase 
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A 2 from Rat Liver and their Cross -Reactivity with 
Other Phospholipases A 2 ", Eur. J. Biochem. , 164, 
pp. 129-35 (1987)). 

Intracellular phospholipases A 2 are 
5 involved in various physiological functions, includ- 
ing membrane phospholipid turnover, repair of mem- 
brane peroxidation damage, transmembrane signaling, 
cell membrane dynamics and generation of lipid medi- 
ators. The control and regulation of phospholipases 

10 A 2 is complex and involves many factors, including 
free calcium concentration, molecular entities in- 
volved in transmembrane signaling, and the physio- 
chemical state of the phospholipid substrate 
(H. van den Bosch in Comprehensive Biochemistry , 

15 vol. 4, pp. 313-57, J. N. Hawthorne arid G. B. 
Ansell, eds., Elsevier Amsterdam (1982)). 

Phospholipases A 2 are also known to mediate 
a variety of pathophysiological conditions through 
the products of protein catalysis — lysophospholipids 

20 and arachidonic acid. (J. Chang et al., "Phospholipase 
A 2 : Function and Pharmacological Regulation", 
Biochem. Pharmacol. , 36, pp. 2429-36 (1987); P. Vadas 
and W. Pruzanski, Lab. Invest. , 55, pp. 391-404 

(1986) ; A. A. Faroogui et al., "Phospholipases, 

25 Lysophospholipases, and Lipases and Their Involvement 
in Various Diseases 11 , Neurochem. Path. , 7, pp. 99-128 

(1987) ). Lysophospholipids are fusogenic and cytotoxic. 
Subsequent metabolism of phospholipase A 2 catalytic 

•products by certain protein cascades leads to several 
30 potent, biologically active substances. These include 
prostaglandins, hydroxylated fatty acids, leukotri- 
enes and platelet activating factor, all of which 
have been implicated in inflammation or hypersen- 
sitivity, or both. Many studies have indicated that 
35 phospholipases A 2 play important roles in inflamma- 
tion and tissue injury associated with various 
diseases, such as viral and bacterial infections, 



skin and connective tissue diseases; such as psoriasis, 
gastrointestinal disorders, such as pancreatitis and 
ulcers, ischemias, myocardial infarction, athero- 
sclerosis, pulmonary dysfunctions, such as asthma, 
acute respiratory distress syndrome and alveolar ' 
proteinosis, septic shock, thrombosis, multiple 
sclerosis, demyelinating diseases and rheumatoid 
arthritis. Thus, inhibition or inactivation of 
pathogenic phospholipase ^ activity is of clinical 
importance. 

Pancreas-derived phospholipase A 2 has been 
purified, sequenced and structurally defined (H. M. 
verheij et al., "Structure and Function of Phospho- 
lipase A 2 », Rev. Phvsiol, Biochem. Ph*™^ , 91 , 
pp. 91-203 (1981)). The protein is produced in the 
form of an inactive precursor which is stored in 
secretory granules. Once secreted in the intestine 
the precursor is activated by limited tryptic pro- 
teolysis, leading to the formation of the active 
phospholipase and a small polypeptide. No evidence 
for such a precursor has been obtained with respect 
to inflammatory phospholipases A, . 

To date, only three mammalian non-pancreatic 
phospholipases A^ .have been purified to homogeneity 
as evidenced by internal sequence analysis . These 
include phospholipase A 2 from rabbit inflammatory 
peritoneal exudate (s. Forst et al., "Structural and 
Functional Properties of a Phospholipase A 2 Purified 
from an Inflammatory Exudate", Biochemistry , 25, pp. 
8381-85 (1986)), phospholipase A 2 from secreted rat 
platelets (M. Hayakawa et al., "Amino Acid Composition 
and -Terminal Amino Acid Sequence of Rat Platelet 
Secretory Phospholipase A 2 ", J. Biochem. , 101, pp. 
1311-14 (1987)), and phospholipase A £ from rat 
inflammatory peritoneal exudate (H. W. Chang et al., 
"Purification and Characterization of Extracellular 
Phospholipase Aj from Peritoneal Cavity of Caseinate- 



Treated Rat", J . Biochem. . 102, pp. 147-54 (1987)). 
Many attempts have been made to isolate phospholipase 
A 2 from human non-pancreatic sources , but none has 
succeeded in purifying these proteins to homogeneity. 
Thus, to date, the primary structure of these phos- 
phoiipases A 2 has not been identified. 

The need exists for a process for purify- 
ing acid stable phospholipases A 2 to homogeneity 
which, advantageously, also permits purification of 
the protein from human non-pancreatic biological 
sources. 

DISCLOSURE OF THE INVENTION 

The present invention solves the problems 
referred to above by providing processes for purify- 
ing acid stable phospholipases A 2 from biological 
sources, such as mammalian cells and extracellular 
fluid, plant cells, insect cells, yeast and other 
fungi, and bacteria. Specifically, these processes 
permit the purification of inflammatory phospholi- 
pases A 2 to homogeneity from human, non-pancreatic 
sources such as platelets and rheumatoid synovial 
fluid. The phospholipases A 2 purified from human 
platelets and rheumatoid synovial fluid by the pro- 
cesses of this invention are characterized by a 
common amino-terminal amino acid structure, which 
differs significantly from that of pancreatic- 
derived phospholipase A 2 . According to one embodi- 
ment of this invention, phospholipase A 2 purified 
from rheumatoid. synovial fluid exhibits an inflam- 
matory activity that is at least 100-fold greater 
than that of the pancreatic-derived protein in an 
assay of inflammatory action that measures formation 
of paw edema in the rat after subplant or injection 
of purified phospholipase A £ (S. Brain et al, "Action 
of Phospholipase A on Mast Cell Histamine Release 
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and Paw Edema in the Rat", Brit. J. Pharm*™! 59 , 
pp. 440-41 (1977)). 

This invention also relates to the produc- 
tion of polypeptides corresponding to at least a 
5 portion of the amino acid sequence of these inflam- 
matory phospholipases A^. Such polypeptides, as 
well as antibodies to these polypeptides and anti- 
bodies to intact, purified phospholipases A,, are 
useful for pharmacological, therapeutic and diagnos- 
tic purposes. In addition, DNA sequences encoding 
all or part of the deduced amino acid sequence of 
these phospholipases ^ are useful as diagnostics 
for the evaluation and monitoring of diseases, or 
as probes for the isolation of cDNA or genomic clones 
coding for human inflammatory phospholipases A 

This invention alsfo relates to the produc- 
tion of phospholipase using recombinant techniques . 
In such a process, DNA sequences coding for the phos- 
pholipases A 2 of this invention, recombinant DNA 
molecules characterized by those sequences and uni- 
cellular hosts transformed with those molecules are 
employed to produce phospholipases A 2 by culture of 
those transformed hosts. 
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BRIEF DESCRIPTION OF THE DRAWINGS 

Figure 1 depicts the elution profile of a 
partially purified preparation of human platelet 
phospholipase A 2 off of a cation exchange chromato- 
graphy column. 

Figure 2 depicts the elution profile of a 
30 partially purified preparation of human platelet 
phospholipase A 2 off of a gel filtration column. 

Figure 3, panel A, depicts the elution 
profile of a. partially purified preparation of human 
platelet phospholipase A 2 off of a reverse phase 
35 HPLC column. Figure 3, panel B, depicts the corres- 
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ponding phospholipase A 2 activity of the eluted 
fractions . 

Figure 4 depicts in tabular form the 
purification of phospholipase A 2 from isolated human 
5 platelets. 

Figure 5 depicts an Immobilon blot of the 
human platelet phospholipase A 2 -containing fractions 
collected following HPLC. 

Figure 6 depicts the elution profile of a 
10 partially purified preparation of human rheumatoid 
synovial fluid phospholipase A 2 off of a cation 
exchange chromatography column. 

Figure 7 depicts the elution profile of a 
partially purified preparation of human rheumatoid 
synovial fluid phospholipase A 2 off of a gel filtra- 
tion column. 

Figure 8, panel A, depicts the elution 
profile of a partially purified preparation of human 
rheumatoid synovial fluid phospholipase A 2 off of a 
reverse phase HPLC column. Figure 8, panel ; B, depicts 
the corresponding protein activity of the eluted 
fractions . 

Figure 9 depicts in tabular form the 
purification of phospholipase A 2 from human rheuma- 
25 toid synovial fluid 

Figure 10 depicts an Immobilon blot of the 
human rheumatoid synovial fluid phospholipase A 2 ~con- 
taining fractions collected following HPLC. 

Figure 11A depicts portions of sequencing 
30 plasmid pNNOl. Figure 11B depicts the restriction 
map of PSQ 130. 

Figure 12 depicts the DNA sequence of 6.2 kb 
Hind i I I fragment of PLA 2 8.5 EMBL3 and the amino 
acid sequence of human inflammatory phospholipase 
35 A 2 derived therefrom. 

Figure 13 depicts a comparison of the amino 
acid sequences of bovine pancreatic phospholipase 
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A 2 , phospho lipase A £ from c. atrox venom, and the 
derived amino acid sequence from the 6.2 kb Hind i I I 
fragment of PLA 2 8.5 EHBL3 . 

Figure 14A depicts schematically the syn- 
5 thesis of BG368 from BG312. Figure 14B depicts the 
restriction map of PLi^ 6.2 BG368 3(+). Figure 14C 
depicts the restriction map of PLA 2 3.8 BG341(+). 
Figure 14D depicts the restriction map of BG341. 

Figure 15A depicts a restriction map of 
PJODS. Figure 15B depicts a restriction map of 
PLA 2 3.8 JODS. 

DETAILED D ESCRIPTION OF THE INVENTION" ' 

This invention relates to processes for 
isolating and purifying acid stable phospholipases 
A 2 from biological sources. According to this inven- 
tion, phospholipases A 2 may be purified to homogeneity • 
as assessed by sodium dodecyl sulfate-polyacrylamide 
gel electrophoresis (SDS-PAGE) and amino-terminal 
amino acid sequence analysis. This invention also 
relates to polypeptides which are characterized by 
at least a portion of the amino terminal 19 amino 
acids of human inflammatory phospholipase A 2 puri- 
fied from platelets and rheumatoid synovial fluid 
and to the DNA sequences which encode them. 

Generally, one embodiment of the process 
of this invention begins with the step of acid- 
extracting the protein. from a biological source, 
such as sonicated platelets or rheumatoid synovial 
fluid. The acid in the extract is then exchanged 
for a buffer suitable for cation exchange chromato- 
graphy and the preparation contacted with a cation 
exchange resin. The phospholipase A 2 is then- eluted 
from the resin, concentrated and further purified 
away from dissimilar molecular weight contaminants 
35 by molecular sizing. Fractions containing phos- 
pholipase A 2 activity are purified to homogeneity by 
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reverse-phase HPLC. According to another embodiment, 
the process of this invention further comprises the 
step of electrophoresing said phospholipase A 2 and 
transferring said electrophoresed phospholipase A 2 
5 to a solid support. 

According to an alternate embodiment of this 
invention, which permits the isolation of an intra- 
cellular^ located phospholipase A 2 , the process 
comprises the further initial step of extracting or 
10 releasing the protein from the cell. This may be 
achieved by any of a number of well-known lysing 
techniques, such as sonication, homogenization, French 
press, chemical lysis or enzymatic lysis. Mechanical 
lysis techniques are preferable, because they do not 
15 introduce any extraneous proteins or organic chemicals 
into the phospholipase A 2 preparation. The most 
preferred method of lysis is sonication. 

Acid extraction of the protein according 
to this invention may be achieved with any acid of 
20 any concentration having a pH below about 4.5. 
Preferably, the acid is a mineral acid, such as 
hydrochloric acid, phosphoric acid or sulfuric acid 
and has a pH or about 1.0. The most preferable acid 
is sulfuric acid at a concentration of about 0.18 N, 
25 which gives a pH of about 1. 

In order to perform cation exchange chroma- 
tography on the phospholipase A 2 preparation, the 
protein should be in a buffer that is compatible 
with the cation exchange resin. Numerous methods of 
30 achieving buffer exchange are known in the art, 

including dialysis, ultrafiltration and desalting. 
Because the phospholipase A 2 is a small protein of 
about 13,000 daltons, dialysis or ultrafiltration 
must be carried out using a membrane of suitably 
35 small pore size. The most preferred method of buf- 
fer exchange is dialysis using a membrane that has a 
molecular weight cutoff of about 3500 daltons. 
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Various cation exchange resins that are 
commercially available may be used in the processes 
of this invention. Examples of some of these resins 
are Fast s, Mono s, CM-Sepharose, SP-Sepharose and 
5 phosphate-cellulose. The preferred properties of 
the resin used in the process of this invention are 
high flow rate, the ability to bind phospholipase A_ 
at the cation concentration of initial contact and 
the ability to release phospholipase A 2 under higher 
ionic conditions. Cation exchange may be performed 
batchwise, or preferably in a column. The most 
preferable conditions for cation exchange are initially 
binding the protein to a Fast s column in 200 mH 
NaCl, 50 mM acetate, pH 4.5 and eluting the protein 
with a linear gradient of 200 mM - 2 M NaCl. Using 
these conditions, the protein will elute at about 
1 M NaCl. 

Active fractions from cation exchange may 
be concentrated by any standard technique, prefer- 
ably one which does not concurrently concentrate 
ions , The most preferable means of concentration is 
ultrafiltration using a membrane with a low molecular 
weight cutoff, such as a YM 5 membrane (Amicon) . 

Any one of a number of commercially 
available molecular sizing chromatography resins may 
be employed in the processes of this invention. 
Preferably, the resin will be such that the phospho- 
lipase A 2 will elute in the included volume, in 
this manner, the majority of higher molecular weight 
contaminants will be removed by elution in the void 
volume of the column. Among the preferred molecular 
sizing resins are Biogel P30, Biogel P60, Sephadex 
G-25, Sephadex G-50, Sephadex G-75 and Utragel 
AcA54. The most preferred resin is Sephadex G-50 
35 superfine. 

Active fractions are further purified by 
reverse phase HPLC. Any hydrophobic resin that is 
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compatible with HPLC may be used with the process of 
this invention. Examples of preferred resins are 
C18, C8, C4, C3, and phenyl. The most preferred 
resin is C4. 

This invention also relates to phospholi- 
pases A 2 produced according to the above described 
processes. Phospholipase A 2 is most preferably 
characterized by enzymatic activity. For example, 
phospholipase A 2 cleaves and releases into the assay 
supernatant [ 3 H] -oleic acid from autoclaved, [ 3 H]- 
oleic acid-labelled E.coli . Other phospholipase A 2 
substrates include, but are not limited to, phos- 
phatidylcholine and phosphatidylethanolamine . 

In addition, various methods of substrate 
dispersion, such as sonication, solubilizing in 
organic solvents and mixing with detergents, as well 
as alternate assay conditions may be employed to 
characterize phospholipase A 2 . All of these assay 
methods are well-known in the art (L. R. Ballou and 
W. Y. Cheung, "Marked Increase of Human Platelet 
Phospholipase A 2 Activity In Vitro and Demonstration 
of an Endogenous Inhibitor", Proc. Natl. Acad. Sci. 
USA, 80, pp. 5203-07 (1983); R. M. Kramer et al., 
"Solubilization and Properties of Ca 2+ - Dependent 
Human Platelet Phospholipase A 2 ", Biochim. Biophys. 
Acta, 878, pp. 394-403 (1986); M. A. Clark et al., 
"Leukotriene D 4 Treatment of Bovine Aortic Endo- 
thelial Cells and Murine Smooth Muscle Cells in 
Culture Results in an Increase in Phospholipase A 2 
Activity", J. Biol. Chem. , 261, pp. 10713-18 (1986); 
L. A. Loeb and R. W. Gross, "Identification and 
Purification of Sheep Platelet Phospholipase A 2 
Isoforms", J. Biol. Chem. , 261, pp. 10467-70 
(1986)). 

Alternatively, phospholipase A 2 may be 
characterized by its reaction with a specific anti- 
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body in assays well-known in the art such as ELISA, 
Western Blots and immunoprecipitation. 

Phospho lipase purified according to 
this invention may be used to raise monoclonal or 
polyclonal antibodies, it may also be cleaved with 
various endo- and exopeptidases to produce the poly- 
peptides of this invention. As demonstrated in the 
following examples, such purified protein was used 
as a source of amino acid sequence data to permit 
the synthesis of specific polypeptides which elicit 
site-specific anti-phospholipase A 2 antibodies. The 
amino acid sequence data was then employed to obtain 
nucleotide probes useful in isolating and selecting 
a DNA sequence encoding phospholipase A, from a 
genomic or cDNA library. 

The amino acid sequence of phospholipase 
A 2 purified by the processes described above may be 
obtained by directly sequencing the material recov- 
ered from reverse phase HPLC according to this in- 
vention. More preferably, and according to an 
alternate embodiment of the present invention, the 
phospholipase A 2 is first subjected to discontinuous 
SDS-polyacrylamide gel electrophoresis (U. K. 
Iiaemmli, "Cleavage of Structural Proteins During the 
Assembly of the Head of Bacteriophage T4, Nature , 
227, pp. 680-85 (1970)). This allows the protein to 
be separated from other potential protein contami- 
nants. Following electrophoresis, the separated 
protein(s) are transferred to a solid support. The 
solid support should be compatible with a protein 
sequencer. Preferred solid supports are activated 
glass filters or, more preferably, polyvinylidene 
difluoride ("PVDF") membranes. The transfer of 
electrophoresed phospholipase ^ to the support may 
be achieved by capillary transfer, or more prefer- 
ably, by electrophoretic transfer. Following 
transfer, proteins may be visualized with any of a 
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number of well-known protein stains, such as 
Coomassie Blue R-250. The major phospholipase 
band is excised from the membrane and subjected to 
protein sequencing. 

Protein sequencing may be achieved by- 
standard techniques, preferably using automated 
Edman degradation, such as with an Applied 
Biosystems 470A gas phase sequencer. The amino 
terminal 19 amino acids of both human rheumatoid 
synovial fluid phospholipase A 2 and human platelet 
phospholipase A 2 purified according to this invention 
are both characterized by the amino acid sequence: 
H 2 N-Asn-Leu-Val-Asn-Phe-His-Arg-Met-Ile-Lys-Leu- 
Thr-Thr-Gly-Lys-Glu-Ala-Ala-Leu. Such 100% homology 
spggests that other human inflammatory phospholipases 
A 2 may also contain this sequence. This amino 
terminal sequence differs from that of any phos- 
pholipase A 2 that has been purified previously from 
either human or non-human sources. 

Due to limitations in the number of amino 
acids that can be accurately sequenced by standard 
techniques, the entire amino acid sequence of phos- 
pholipase A 2 is most preferably derived from the 
nucleotide sequence of a full-length human inflamma- 
tory phospholipase DNA or cDNA clone. The amino 
acid sequence obtained from the purified natural 
product has been used to confirm the identification 
of phospholipase A 2 clones isolated according to the 
processes of the present invention. 

This invention also relates to polypep- 
tides which correspond in amino acid sequence to at 
least a portion of the amino terminal 19 amino acids 
of human inflammatory phospholipase A 2 - These poly- 
peptides may be used to immunize animals and raise 
specific antibodies. Antibodies to small, weakly 
immunogenic polypeptides may be elicited by cross- 
linking the polypeptide to a carrier prior to injec- 
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tion into an animal. Many such carrier molecules 
are known in the art and include, but are not limited 
to , keyhole limpet hemocyanin (KLE) , bovine serum 
albumin ( BSA ) and cytochrome c. Methods for cross- 
linking are also well known in the art and include 
the use of bifunctional cross-linking reagents, such 
as glutaraldehyde . 

Such antibodies, as well as antibodies 
to intact natural phospholipase A 2 or to recombinant 
phospholipase A 2 , are useful in humans and other mam- 
mals as anti-inflammatory therapeutics and disease 
modifying agents in diseases where pathogenic phos- 
pholipase.^ has been implicated. The methods of 
treatment and their dosage levels and requirements 
are well recognized in the art and they may be chosen 
by those of skill in the art from available methods 
and techniques. For example, the antibodies may be 
combined with a pharmaceutically acceptable adjuvant 
for administration to a patient in an amount effec- 
tive to provide anti-inflammatory effects and 
accordingly to lessen the severity and course of 
symptoms. The dosage and treatment regimens will 
depend upon factors such as the patient's health 
status, the severity and course of symptoms and the 
25 judgment of the treating physician. 

Diseases which may be treated by compo- 
sitions characterized by antibodies to phospholipase 
A 2 include, viral and bacterial infections, skin and 
connective tissue diseases, such as psoriasis, 
30 gastrointestinal disorders, such as pancreatitis and 
ulcers, ischemias, myocardial infarction, athero- 
sclerosis, pulmonary dysfunctions, such as asthma, 
acute respiratory distress syndrome and alveolar 
proteinosis,- septic shock, thrombosis, multiple 
35 sclerosis, demyelinating diseases and rheumatoid 

arthritis. These antibodies may also be employed as 
diagnostics in determining phospholipase A 2 levels 
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in tissues, body fluids, inflammatory cells and 
other cells using any conventional immunoassay 
technique. Phospholipase A 2 purified by the process 
of this invention, or recombinantly made, may be 
used in drug screening programs designed to search 
for inhibitors that can be used as an ti- inflamma- 
tory, anti- arthritic and anti -thrombotic agents. 

The present invention also relates to DNA 
sequences which encode all or a portion of the amino 
terminal 19 amino acids of human inflammatory pho- 
spholipase A 2 . Such DNA sequences are preferably 
synthesized as a combination of oligonucleotides to 
account for the degeneracy of the genetic code. 
These DNA sequences, individually or in combination, 
are useful as probes to permit the isolation and 
selection of DNA sequences coding for intact pho- 
spholipase A 2 and phospholipase A 2 -like polypeptides 
from various DNA and cDNA libraries, the synthesis 
of which is well-known in the art. Such DNA se- 
quences, defined herein as "PLA 2 inserts", recom- 
binant molecules including them and unicellular 
hosts transformed with them may be employed to pro- 
duce large amounts of phospholipase A 2 , substantially 
free- from other proteins of human origin. Such 
libraries include chromosomal gene banks and cDNA or 
DNA libraries prepared from tissue or cell lines 
that are demonstrated to produce phospholipase A 2 - 
These cell lines, as well as techniques for construct- 
ing DNA and cDNA libraries, are well known in the 
art. 

The DNA sequences of the present inven- 
tion either intact or portions thereof, are also 
useful to probe phospholipase A 2 mSNA levels in 
inflammatory cells (e.g., neutrophils, monocytes, 
lymphocytes) and many other cells (e.g., synoviocytes, 
endothelial cells, smooth muscle cells). 

For the purpose of this application, phos- 
pholipase A 2 -like polypeptides are defined as poly- 



peptides which 1 ) are recognized by antibodies to 
native phospholipase A 2 in any standard immunoassay, 
or 2) will elicit antibodies which recognize native' 
phospholipase A 2 in any standard immunoassay, or 
3) demonstrate phospholipase & 2 enzymatic activity. 

It should be understood that a variety of 
cloning and selection techniques might theoretically 
be useful in locating and identifying DNA or cDNA 
sequences of this invention that encode phospholi- 
pase A 2 other than the hybridization of oligonucleo- 
tides to genomic clones illustrated in the following 
examples. [See e.g., T. Maniatis et al., "Molecular 
Cloning - A Laboratory Manual" , Cold Spring Harbor 
(1982).] . if these alternate techniques do not yield 
a DNA or cDNA clone which encodes the entire phos- 
pholipase A 2 polypeptide, the selected DNA sequences 
may themselves be used as probes to select other DNA 
sequences coding full-length phospholipase A 2 . 

Partial or full-length DNA or cDNA sequences 
may be used in appropriate recombinant DNA molecules 
to transform appropriate eukaryotic and prokaryotic 
hosts for the production of the phospholipase A 2 and 
phospholipase A^like polypeptides encoded by them. 

The DNA sequences and recombinant DNA 
molecules of the present invention may be expressed 
using a wide variety of host/vector combinations . 
For example, useful vectors may consist of segments 
of chromosomal, non-chromosomal and synthetic DNA 
sequences, such as various known derivatives of SV40 
and known bacterial plasmids, e.g., plasmids from 
E^cpli including col El, pCRl, pBR322, pMB9 and RP4, 
phage DNAs, e.g., the numerous derivatives of X 
phage, e.g., m 989, and other DNA phages, e.g., M13 
and other filamentous single-stranded DNA phages, 
vectors useful in yeasts, such as the 2\x plasmid, 
vectors useful in animal cells, such as thdse con- 
taining SV-40, adenovirus and retrovirus derived DNA 
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sequences (e.g., BG368 and BG341) and vectors derived 
from combinations of plasmids and phage DNAs, such 
as plasmids which have been modified to employ phage 
DNA or other derivatives thereof. 
5 Sach expression vectors are also character- 

ized by at least one expression control sequence 
that may be operatively linked to the phospholipase 
A 2 DNA sequence inserted in the vector in order to 
control and to regulate the expression of that 
10 cloned DNA sequence. Examples of useful expression 
control sequences are the lac system, the trp_ system, 
the tac system, the trc system, major operator and 
promoter regions of phage \, the control region of 
fd coat protein, the glycolytic promoters of yeast, 
15 e.g., the promoter for 3 -phosphoglycerate kinase, 

the promoters of yeast acid phosphatase, e.g., Pho5, 
the promoters of the yeast a -mating factors, and 
promoters derived from polyoma, adenovirus, retro- 
virus, and simian virus, e.g., the early and late 
20 promoters of SV40, the major late promoter of adeno- 
virus, and other sequences known to control the 
expression of genes of prokaryotic or eukaryotic 
cells and their viruses or combinations thereof. 

Among such useful expression vectors are 
25 vectors that enable the expression of the cloned 

phospholipase A 2 -related DNA sequences in eukaryotic 
hosts, such as animal and human cells [e.g., P. J. 
Southern and P. Berg, J. Mol. Appl. Genet. , 1, pp. 
327-41 (1982); S. Subramani et al., Mol. Cell. 
30 Biol. , 1, pp. 854-64 (1981); R. J. Kaufmann and 
P. A. Sharp, "Amplification And Expression Of 
Sequences Cotransfected with A Modular Dihydrofolate 
Reductase Complementary DNA Gene", J. Mol Biol. , 
159, pp. 601-21 (1982); R. j. Kaufmann and P. A. 
35 Sharp, Mol. Cell. Biol. . 159, pp. 601-64 (1982) 
S . I . Scahill et al . , "Expression And Characteri- 
zation Of The Product Of A Human Immune Interferon 
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DNA Gene In Chinese Hamster Ovary Cells", Proc. 
Natl. Aca d". Sci. U.S.A. . 80, pp. 4654-59 (1983); 
G. Urlaub and L. A. Chasin, Proc. Natl. Acad. Sci. 
USA, 77, pp. 4216-20 (1980)]! 
5 Furthermore, within each specific expression 

vector, various sites may be selected for insertion 
of the PLA 2 inserts of this invention. These sites 
are usually designated by the restriction endonuclease 
which cuts them. They are well recognized by those 
of skill in the art. it is of course to be under- 
stood that an expression vector useful in this inven- 
tion need not have a restriction endonuclease site 
for insertion of the chosen DNA fragment. Instead, 
the vector could be joined to the fragment by alter- 
native means. The expression vector, and in particu- 
lar the site chosen therein for insertion of a selected 
DNA fragment and its operative linking therein to an 
expression control sequence, is determined by a variety 
of factors, e.g., number of sites susceptible to a 
particular restriction enzyme, size of the protein 
to be expressed, susceptibility of the desired pro- 
tein to proteolytic degradation by host cell enzymes , 
contamination or binding of the protein to be 
expressed by host cell proteins difficult to remove 
25 during purification, expression characteristics, 

such as the location of start and stop codons rela- 
tive to the vector sequences , and other factors 

in the art. The choice 
of a vector and an insertion site for a DNA sequence 
is determined by a balance of these factors, not all 
selections being equally effective for a given case. 

Useful expression hosts may include well 
known eukaryotic and prokaryotic hosts, such as 
strains of E.coli, such as E.coli SG-936, E . coli 
35 HB 101, E.coli W3110, E.coli X1776, E.coli X2282, 
E-coli MCI 061, E.coli DHI, and E.coli MRC1, 
Pseudomonas. Bacillus , such as Bacillus subtilis. 
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Streptomyces , yeasts and otiier fungi, animal cells, 
such as COS cells and CHO cells, human cells, insect 
cells and plant cells in tissue culture. 

Of course, not all host/expression vector 
combinations function with equal efficiency in 
expressing the DNA sequences of this invention or in 
producing the phospholipase A 2 -like polypeptides. 
However, a particular selection of a host-expression 
vector combination may be made by those of skill in 
the art after due consideration of the principles 
set forth herein without departing from the scope of 
this invention. For example, the selection should 
be based on a balancing of a number of factors. 
These include, for example, compatibility of the 
host and vector, toxicity of the proteins encoded by 
the DNA sequence to the host, ease of recovery of 
the desired protein, expression characteristics of 
the DNA sequences and the expression control sequences 
operatively linked to them, biosafety, costs and the 
folding, form or any other necessary post-expression 
modifications of the desired protein. 

Alternatively, if the isolated genomic 
clone contains phospholipase A 2 expression control 
sequences, such as promoters, ribosome binding sites, 
and polyadenylation signals in addition to the phos- 
pholipase A 2 coding sequence, expression vectors may 
be unnecessary. In this case, the genomic clone 
alone may be used to transfect eukaryotic hosts, 
which, in turn can express phospholipase A 2 * Such 
hosts include cells well-known in the art, such as 
mouse L-cells or CHO cells. 

Thus, the present invention provides three 
different mehtods in which to produce recombinant phos- 
pholipase A 2 -like polypeptides. These methods include 
heterologous promoter-mediated expression of phospho- 
lipase A 2 cDNAs, heterologous promoter-regulated 
expression of phospholipase A 0 genomic DNA, and native 



promoter-mediated expression of phospholipase A 
genomic DNA. The latter two methods are only appli- 
cable to eukaryotic cells that are able to perform 
proper splicing- out of introns.. 

It should be understood that in addition 
to the DNA and cDNA sequences described herein, the 
present invention also relates to DNA sequences 
which hybridize to the foregoing DNA sequences, 
as well as DNA sequences which, due to the degeneracy' 
of the genetic code, code on expression for human 
phospholipase A 2 -like polypeptides coded for on 
expression by the foregoing DNA or cDNA sequences. 

In order that our invention herein described 
may be more fully understood, the following examples 
are set forth. It should be understood that these 
examples are for illustrative purposes only and should 
not be construed as limiting this invention in any 
way to the specific embodiments recited therein. 

EXAMPLE 1 

Purification Of Phospholipase A 
From Human Platelets 2 



According to one embodiment of this 
invention, we purified phospholipase A from 
human platelets as follows: 

A - Preparati on Of Human Platelets 

We centrifuged a preparation of normal 
human platelet concentrates (obtained from the Red 
Cross; within 5 days of phlebotomy)- at 200xg in a 
Sorvall RT6000B centrifuge for 10 min at room tem- 
perature to remove any residual red cells . The 
supernatant was made 1 mM in EGTA and the platelets 
pelleted by centrifugation at 2,500xg for 15 min at 
4°C. We washed the pellets with 120 mM NaCl, 2 mM 
EGTA, 30 mM Tris-HCl, pH 7.4 and then resuspended 
the platelets in that buffer at a protein concentra- 
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tion of 10 mg/ml. These preparations were quick 
frozen in a dry ice-acetone bath and stored in 10 ml 
aliquots at -70°C before further use. 

B. Acid-Extraction Of Human Platelets 

We thawed 750 ml of the above-prepared 
platelets (7510 mg protein) and sonicated them in 
three batches at 4°C with a probe sonicator using a 
3-4 inch standard horn (Model W-225; Heat Systems- 
Ultrasonics). Each batch received six 15 second 
pulses at an output setting of 6 with a 45 second 
interval between each pulse. The sonicates were 
pooled and mixed with an equal volume of ice-cold 
0.36 N sulfuric acid and let stand at 4°C for 60 min. 
Precipitated material was separated by centrifuga- 
tion at 10,000xg for 30 min at 4°C. We collected 
the supernatant and reextracted the pellets in a 
total of 500 ml of 0.18 N sulfuric acid containing 
150 mM NaCl on ice for 60 min. The remaining in- 
soluble material was pelleted by centrifugation as 
above. The supernatants from both extracts were 
pooled (2000 ml) and dialyzed overnight against 
3 x 16 liters of 200 mM NaCl, 50 mM sodium acetate, 
pH 4.5 using Spectra/Por membranes (3500 dalton 
molecular weight cutoff). We centrifuged the 
dialyzed platelet preparation at 15,000xg for 40 min 
at 4°C to remove any precipitated material. 

C. Partial Purification Of Human 

Platelet PLA 2 Activity By Cation 
Exchange Chromatography 

We applied the supernatant (718 mg. protein) 
to a 1.6 x 27 cm Fast S Sepharose (Pharmacia) column 
that had bean pre-eguilibrated with 200 mM NaCl, 50 
mM sodium acetate, pH 4.5 at a flow rate of 90 ml/h. 
After washing the column with 150 ml of the same 
buffer, we developed it with 550 ml of a linear salt 
gradient from 200 mM - 2 M NaCl in 50 mM sodium ace- 



-22- 



tate, pH 4.5. Fractions (5 ml) were collected and 
assayed for absorbance at 280 nm and for phospholipase 
A 2 activity. Figure 1 shows that the phospholipase 
A 2 eluted with approximately 1 M NaCl at fractions 
74-82. We pooled these fractions and concentrated 
them to 0.8 ml using an Amicon ultrafiltration 
stirred cell with a YM 5 membrane. 

D. Partial Purification Of Human 
Platelet PLA, Activity By Gel 
Filtration 2 

. We then chromato graphed the concentrated 
peak fractions from the cation exchange column on a 
Sephadex G-50 superfine (Pharmacia) column (1 x 48 
cm) which had been pre-equilibrated in 500 mM NaCl, 
50 mM sodium acetate, pH 4.5. We collected 0.5 ml' 
fractions at a -flow rate of 2 ml/h. Fractions were 
assayed for absorbance at 280 nm and for phospholi- 
pase A 2 activity. Figure 2 demonstrates that 
enzymatic activity eluted in fractions 45-56, with 
an apparent molecular weight of 13,000 daltons. 

E. Purification Of Human Platelet 
PLA^ By Reverse-Phase HPLC 

The pooled peak fractions from the gel 
filtration column (6 ml; 100 pg protein) were fur- 
ther purified on a C4 reverse-phase HPLC column 
(Vydac; 0.46 x 25 cm) that was equilibrated at 29°C 
with 0.1% trifluoroacetic acid (TFA) . The reverse- 
phase column was developed at a flow rate of 1 ml/min 
with a 45 minute gradient (0-75% acetonitrile in 0.1% 
TFA), collecting 0.5 ml fractions. The column eluate 
was monitored for absorbance at 214 nm (AFU 0.2) and 
280 nm (AFU 0.05). An aliquot of each fraction was 
diluted into 500 mM NaCl, 50 mM acetate, pH 4.5 con- 
taining 1 mg/ml bovine serum albumin (Sigma) and 
assayed for activity. Figure 3, panel B, demonstrates 
that approximately 35% of the applied phospholipase 
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A 2 activity was recovered in a single peak contained 
in fraction 45. Figure 3, panel A, indicates the 
activity eluted at about 32% acetonitrile. We added 
1 \il of 5% SDS to this fraction and dried the sample 
5 in a Speed-Vac concentrator (Savant). 

Figure 4 depicts, in tabular form, the 
entire purification process. The final yield of 
phospholipase A 2 from platelets was 34% and the 
protein was purified over 1,100,000-fold over the 

10 starting material. After extraction and dialysis, 
the total phospholipase A 2 activity increased 
63-fold over that observed in the sonicate and was 
assumed to be 100%. The purification- fold was esti- 
mated assuming 100% recovery of enzymatic activity 

15 during these steps. 

F. SDS-PAGE/Electroblotting Onto PVDF 
Membrane Of Human Platelet PLA_ 

2. 

We dissolved the PLA 2 protein in 25 \il of 
electrophoresis sample buffer, incubated the sample 

20 for 10 min at 60°C, loaded it onto a minigel 

(5 x 7 cm) containing a 16% SDS-polyacrylamide gel 
and a 5% stacking gel and electrophoresed at 20 mA 
constant current for 120 min (U. K. Laemmli, supra ) . 
Following electrophoresis, we soaked the gel in trans- 

25 fer buffer (10 mM 3-[cyclohexylamino]- 1-propanesul- 
fonic acid, 10% methanol, 0.05% SDS, pH 11.25) for 5 
min and electroblotted onto a PVDF membrane (Immobilon; 
0.45 |jm- pore size, Millipore) for 1 h at 150 mA (P. 
Matsudaira, "Sequence from Picomole Quantities of 

30 Proteins Electroblotted Onto Polyvinylidene Difluoride 
Membranes" , J. Biol. Chem. . 262, pp. 10035-38 (1987)). 
We visualized the proteins by staining the membrane 
with Coomassie Blue R-250 (Figure 5). We then rinsed 
the membrane extensively with deionized water, dried 

35 it and stored it at -20°C. 
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EXAMPLE 2 

Purification Of Phospholipase A 
Fro m Human Synovial Fluid 2 

According to one embodiment of this inven- 
tion, we purified phospholipase A^ from human synovial 
fluid as follows: 

A. Preparation Of Human 
Rheumatoid Synovial Fluid 

Synovial fluid was aspirated from patients 
diagnosed with classical rheumatoid arthritis, as 
defined by American Rheumatism Association criteria. 
We removed cells and debris from synovial fluids by 
centrifugation at 4°C for 20 rain at 3,000xg in a 
Sorvall RC3B centrifuge. The synovial fluids were 
stored at -70 °C before further use. 

B. Acid Extraction Of 
Rheumatoid Synovial Fluid 

We thawed the synovial fluids , pooled them 
to yield 50 ml (1932 mg protein) and mixed them with 
an equal volume of 0.36 N sulfuric acid. To this we 
added 100 ml of 0.18 N sulfuric acid containing 150 
mM.NaCl and incubated the mixture on ice for 60 mia. 
The mixture was then dialyzed overnight against 2 x 
4 liters of 200 mM NaCl, 50 mM Na acetate, pH 4.5 
(Spectra-Por membranes; 3500 dalton cutoff). We 
then removed precipitated material by centrifuging 
at 15,000xg for 40 min at 4°C. 

C. Partial Purification Of Human 
Synovial Fluid PLA- Activity 

By Cation Ex change^ Chromatography 

We applied the supernatant (1582 mg pro- 
tein) to a 1.6 x 27 cm Fast s Sepharose (Pharmacia) 
column that had been pre-eguilibrated with 200 mM 
NaCl, 50 mM sodium acetate, pH 4.5 at a flow rate of 
90 ml/h. After we washed the column with 150 ml of 
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the same buffer, we developed with 550 ml of a linear 
salt gradient from 200 mM - 2 M NaCl in 50 mM Na 
acetate pH 4.5. Fractions (5 ml) were collected and 
assayed for protein content, by measuring absorbance 
at 280 nm and for phospholipase A 2 activity. Figure 
6 shows that the protein eluted from the column with 
approximately 1 M NaCl at fractions 84-98. We pooled 
these fractions and concentrated them to 0.8 ml 
using an Amicon ultrafiltration stirred cell with a 
YM 5 membrane. 

D. Purification Of Human Rheumatoid 
Synovial Fluid PLA 0 Activity By 
Gel Filtration £ 

We then chromatographed the concentrated 
peak fractions from the cation exchange column (2.5 
mg protein) on a Sephadex G-50 superfine (Pharmacia) 
column (1 x 48 cm) which had been pre-eguilibrated 
in 500 mM NaCl, 50 mM Na acetate, pH 4.5. We col- 
lected 0.5 ml fractions at a flow rate of 2 ml/h. 
Fractions were assayed for absorbance at 280 nm and 
for phospholipase A 2 activity. Figure 7 demonstrates 
that enzymatic activity eluted in fractions 45-56, 
with an apparent molecular weight of 13,000 daltons. 

E. Purification Of Human Rheumatoid 
Synovial Fluid PLA 7 By Reverse 
Phase HPLC _ 

The pooled peak fractions from the gel 
filtration column (6 ml; 100 ug protein) were fur- 
ther purified on a C4 reverse-phase HPLC column 
(Vydac; 0.46 x 25 cm) that was equilibrated at 29°C 
with 0.1% trifluoroacetic acid (TFA). The column 
was then developed at a flow rate of 1 ml/min with a 
45 minute gradient (0-75% acetonitrile in 0.1% TFA), 
collecting 0.5 ml fractions. The column eluate was 
monitored at 214 nm (AUF 0.2) and 280 nm (AUF 0.05). 
An aliquot of each fraction was diluted into 500 mM 
NaCl, 50 mM acetate, pH 4.5 buffer containing 1 mg/ml 
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bovine. serum albumin and assayed for phospholipase 
A 2 activity. Figure 8, panel B, demonstrates . that 
the phospholipase A 2 activity was recovered in a 
single peak, contained in fractions 48 and 49. 
Figure 8, panel A, indicates the activity eluted at 
about 30% acetonitrile. We added 1 M l of 5% SDS to 
these fractions and dried the samples in a Speed-Vac 
concentrator (Savant). 

Figure 9 demonstrates, in tabular form, 
the entire purification process. The final yield of 
phospholipase A 2 from rheumatoid synovial fluid was 
57% and the protein was purified over 100,000-fold 
over the starting material. 

F. SDS PAGE/Electroblotting Onto 
PVDF Membrane Of Human 
Rheumatoid Synovial Fluid PtA n 

We dissolved the PLA 2 protein in 25 M l of 
electrophoresis sample buffer, incubated the sample 
for 10 min at 60°c, loaded it onto a minigel 
(5 x 7cm) containing a 16% SDS-polyacrylamide gel 
and a 5% stacking gel and electrophoresed at 20 mA 
constant current for 120 min. Following electro- 
phoresis, we soaked the gel in transfer buffer (10 
mM 3-[cyclohexylamino]-l-propanesulfonic acid, 10% 
methanol, 0.05% SDS, pa 11.25) for 5 min and electro- 
blotted onto a PVDF membrane (Immobilon; 0.45 urn 
pore size, Millipore) for 1 h at 150 mA. We visual- 
ized the proteins by staining the membrane with 
Coomassie Blue R-250 (Figure 10). We then rinsed 
the membrane extensively with deionized water, dried 
it and stored it at -20°C. 

EXAMPLE 3 

Preparation Of Substrate And 
Assay of Phospholipase A^ Activity 

We prepared the substrate, 3 H-oleic acid- 
labelled E.coli, as follows: We grew an overnight 



culture of E.coli in 1% bactotryptone, 0.5% NaCl, 
diluted it 1:20 into fresh broth and allowed the 
cells to regrow, monitoring cell growth with a 
Klett- Summers on colorimeter, until the absorbance 
reached 40. We then added l/100th of a volume of 
10% Brij 35 (Sigma Chemicals) and l/200th of a volume 
of 3 H-oleic acid (9, 10- 3 H-[N]-oleic acid, New England 
Nuclear) at 10 mCi/ml to the culture. After 5h of 
growth, we autoclaved the culture and stored the 
bacteria overnight at 4°C. We then pelleted the 
bacteria by centrifugation (16,000 rpm, 30 min, 4°C, 
SS34 rotor), combined the loose pellets and washed 4 
times in 0.7 M Tris-HCl, 10 mM CaCl 2 , 0.1% BSA, pH 
8.0, until radioactivity in the supernatant was low. 
The bacteria were stored in this buffer containing 
0.2% Na azide at 4°C. We then prepared, for example, 
a 400 ml culture labeled with 20 mCi of 3 H-oleic 
acid. This yielded about 7 x 10 8 counts per minute 
or about 10% of the input counts in labeled bacteria. 
Prior to use in an assay, we washed aliguots of' cells 
for 30 min on ice in 200 mM Tris-HCl, 12 mM EDTA, pH 
8.0, followed by 25 mM Tris-HCl, pH 8.0. A typical 
assay used, for each point, 100,000 cpm, which was 
added in a volume of 25 ul. 

We performed a typical phospholipase A 2 
assay as follows: Samples to be assayed for phos- 
pholipase A 2 activity (20 pi) were mixed with 25 
Ml of autoclaved [ 3 H] -oleic acid-labeled E.coli 
as substrate and brought to a total volume of 200 ul 
with 0.1 M Tris-HCl, pH 9, containing 10 mM CaCl 2 , 1 
mM 2-mercaptoethanol and 1 mg/ml BSA. The reaction 
was incubated at 37°C for 15 min and stopped by the 
addition of 100 pi of 2N HC1, followed by 100 ul of 
delipidated BSA. Samples were vortexed and incubated 
on ice for 30 min. The samples were spun in an 
Eppendorf microcentrifuge for 5 min at 10,000xg and 
250 (jl of the supernatants containing released 
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[ Hjoleic acid were counted for radioactivity after 
mixing with 4 ml of scintillation fluid compatible 
with aqueous solutions (Fisher). A unit of activity 
for human rheumatoid synovial fluid phospholipase 
A 2 was defined as the amount of protein necessary to 
release 1 x 10 cpm of [ 3 H]-oleate in 15 min at 
37°C. A unit of activity for human platelet pho- 
spholipase A 2 was defined as the amount of protein 
necessary to release 1 x 10 6 cpm of [ 3 H]-oleate in 
15 min at 37°C. 

EXAMPLE 4 

Amino A cid Sequence Analy sis 

The major band visualized on the PVDF 
membrane following electrophoresis and electro- 
blotting was excised and subjected to automated 
Edman degradation (P.' Matsudaira, J. Biol. Chem. . 
262, pp. 10035-38 (1987)) using an Applied Bio- 
systems 470A gas phase protein sequencer equipped 
with a model 900A data system (R. m. Hewick et al., 
"A Gas -Liquid Solid Phase Peptide and Protein 
Sequenator" , J. Biol. Chem. . 256, pp. 7990-97 
(1981)) . The resulting phenylthiohydantoin amino 
acids were analyzed on-line using an Applied Bio- 
systems 120A PTH amino acid analyzer equipped with a 
PTH-C18 column (2.1 x 220 mm). The amino terminal 
19 amino acids were determined for both platelet and 
synovial fluid phospholipase A 2 . Both proteins had 
the identical amino terminal sequence of B^N-Asn- 

Leu-Val-Asn-Phe-His-Arg-Met-Ile-Lys-Leu-Thr-Thr- 
Gly-Lys-Glu-Ala-Ala-Leu . 

EXAMPLE 5 

Synthesis Of Human Inflammatory 
Phospho lipase A Q Polypeptides 

We synthesized a 16 amino acid polypeptide, 
Leu-Val-Asn-Phe-His-Arg-Met- Ile-Lys -Leu-Thr-Thr- 
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Gly-Lys-Glu-Ala, corresponding to amino acids 2-17 
of the above- sequenced phospholipases A 2 - We pre- 
pared the polypeptide by solid-phase synthesis 
employing an Applied Biosystems 43GA Peptide 
Synthesizer, using the procedures of R. B. Merri- 
field, "Solid Phase Peptide Synthesis. I. Synthesis 
of a Tetrapeptide", J. Amer. Chem. Soc. . 85, 
pp. 2149-54 (1963) 

The polypeptide was coupled to keyhole 
limpet hemocyanin with glutaraldehyde before being 
used to immunize rabbits. For primary injection, 
1.5 mg of the polypeptide-KLH complex was emulsified 
with Freund's complete adjuvant and administered 
intramuscularly. For subsequent injections, 0.75 mg 
of the polypeptide-KLH complex was emulsified with 
Freund's incomplete adjuvant and administered in- 
tramuscularly. Animals were bled every 2 weeks and 
sera assayed for anti -human inflammatory phospholi- 
pase A 2 titer by ELISA. 

Other phospholipase A 2 -like polypeptides, 
as well as mature phospholipase A 2 may be similarly 
synthesized and used to raise anti-human inflamma- 
tory phospholipase A 2 antibodies. Additionally, 
phospholipase A 2 -like polypeptides of suf- 
ficient size and immunogenicity may be used directly 
to elicit antibodies to phospholipase A 2 without 
coupling to KLH. 



EXAMPLE 6 

Synthesis Of Human Inflammatory 
Phospholipase Oligonucleotides 

Unless otherwise specified, all molecular 
biological techniques are described in T. Maniatis 
et al., Molecular Cloning . Cold Spring Harbor, 
New York (1982). 

We synthesized a number of oligonucleotides 
based on three different hexapeptides of the deduced 
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amino acid sequence of human inflammatory phospholi- 
pase A^ The three hexapep tides were.- Asn-Phe-His- 
Arg-Met-Ile, Met-IIe-Lys-Leu-Thr-Thr , and Thr-Thr- 
Gly-Lys-Glu-Ala. More than one nucleotide was intro- 
5 duced at various positions during the synthesis of 

these oligonucleotides, to account for the degeneracy 
of the genetic code. Thus, the product of any single 
oligonucleotide synthesis was actually a mixture of 
oligonucleotides, all of which potentially coded for 
the corresponding hexapeptide. For the purposes of 
the present specification and claims, the following 
code is used to designate nucleotides: 
A- adenine 

N- adenine, thymidine, guana dine, or cytidine 
15 T- thymidine 

Pu- adenine or guanidine 
G- guanidine 
Py- thymidine or cytidine 
C- cytidine 
20 z- adenine, guanidine or thymidine 

The following oligonucleotides based on the 
hexapeptide Asn-Phe-His-Arg-Met-Ile were synthesized: 
PLA 2 -06: 5' ATC. ATPu CGPu TGPu AAPu IT 3' 

?s • 1^2" il'' !! ATC ATP y- CGPu TGPu AAPU TT 3' 

PLA 2 -08: 5' ATC ATPy CTPu TGPu AAPu TT 3» 

The following oligonucleotides based on 
the hexapeptide Met-IIe-Lys-Leu-Thr-Thr were 
synthesized; 

™ Sf?2"?S J 11 GTN GTP y AAPy TTZ ATC AT 3« 

•3" PLA 2 -10 r 5» GTN GTPu AGPy TTZ ATC AT 3 r 

PLA 2" 111 5 ' G ^N GTPy AGPy TTZ ATC AT 3' 

The following oligonucleotides based on 
the hexapeptide Thr-Thr-Gly-Lys-Glu-Ala were 
synthesized: 

35 PLA 2 -12 : . 5 ' GCPy TCPy TTPu CCPu GTPu GT 3 ' 

PLA 2 -13 : 5 1 GCPy TCPy TTPy CCPy GTPy GT 3 1 

All of the oligonucleotides were synthe- 
sized on an Applied Biosystems 380A automated DNA 



synthesizer, using the procedure described by L. J. 
McBride and M. H. Caruthers, "The Synthesis of 
Oligodeoxypyrimidines on a Polymer Support", 
Tetrahed ron Letters , 24, pp. 245-48 (1983). 

EXAMPLE 7 

Constructi on Of A Human Genomic Library 

High molecular weight DNA was isolated 
from monolayer cultures of a mutant fibroblast cell 
line which contains 5 copies of the X chromosome 
(Human Genetic Mutant Cell Repository, Camden, New 
Jersey; repository number GM5009) using standard 
techniques. We then partially digested the DNA with 
restriction enzyme Sau3A and dephosphorylated the 
fragments with bacterial alkaline phosphatase. 
Subsequently, we ligated the fragments to BamHI- 
digested A.EMBL3 DNA (A.-M. Frischauf et al, "Lambda 
Replacement Vectors Carrying Polylinker Sequences", 
J. Mbl. Biol., 170, 827-42 (1983)) and packaged the 
bacteriophage genomes using a two-extract kit 
according to manufacturer's directions (Amersham 
Corp . ) . Recombinant bacteriophage were selected by 
plating on E.coli MP801 cells (a gift of Dr. Mark 
Pasek, Biogen Inc., Cambridge, MA), a P2 lysogen 
of SG4119. 

EXAMPLE 8 

Screening A Human Genomic Library 
For Inflamma tory Phospholipase Sequences 

We initially screened the GM5009 human 
genomic DNA EMBL3 phage library for phospholipase 
A 2 sequences with a combination of oligonucleotides 
PLA 2 -06, PLA 2 -07 and PLA 2 -08 by plaque hybridiza- 
tion screening (S.L.C. Woo, "A Sensitive and Rapid 
Technique for Recombinant Phage Screening", Meth. 
Enzymol . . 68, pp. 389-96 (1979)). 
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We grew a culture of E.coli LE392 cells in 
L-broth plus 0.2% maltose overnight at 37°c. We 
then pelleted the cells by centrifugation and resus- 
pended the cell pellet in an equal volume of SH 
buffer. For each plate, we pre-adsorbed 0.9 ml of 
cells with 2 x 10- 5 phage particles at room temperature 
for 15 min. ' We then added 50 ml of L-broth plus 10 
mM MgS0 4 and 0.7% agarose (melted and held at 55°C) 
and plated the mixture onto ten LB-MgS0 4 Nunc plates 
(25 cm x 25 cm) . The plates were incubated at 37°C 
for S h or until the plagues were just nearly 
touching. The plates were then chilled at 4°c to 
allow the agarose to harden. 

We presoaked Genescreen Plus filters (New 

England Nuclear) in a 1:10 dilution of an overnight 

culture of LE392 cells for 10 min at room temperature 

in order to coat each filter with bacteria. After air 

drying, the filters were contacted with the plates 

containing the recombinant plaques for 5 min. The 

filters were removed and placed phage-side up onto 

LB plus 10 mM MgS0 4 plates. A second replica lift 

was made from each plate by the same procedure. We 

then incubated all filters at 37 °C for 5 h. After 

incubation, we removed the filters from the plates 

and placed them in a pool of 0 .5 N NaOH, 1.5 M NaCl, 

two times, to lyse the phage. The filters were then 

neutralized in 0.5 M Tris-HCl pH 7.0, 1.5 M NaCl and 

scrubbed free of cell "debris. 

32 

We F-labeled a combination of oligo- 
nucleotides PLA 2 -06, PLA 2 -07 and PLA 2 -08 with poly- 
nucleotide kinase and high specific activity 32 P- 
ATP using standard techniques. We pre-hybridized 
the filters in plaque screen buffer for 1 h and then 
hybridized to the above labeled probes at 45 °c for 
15 h in plaque screen buffer containing 10% dextran 
sulfate and 100 pg/ml yeast tKNA according to the 
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manuf acturer 1 s specifications for plaque screen 
membranes (New England Nuclear). 

The filters were then washed two times in 
plaque screen buffer at 45°C / followed by two washes 
in 3.2 M tetramethyl ammonium chloride " (TMACl ) " , 1% SDS 
at 45°C (P. E. Devlin et al, "Southern Analysis of 
Genomic DNA With Unique and Degenerate Oligonucleo- 
tide Probes: A Method for Reducing Probe Degeneracy", 
DNA, (in press) (1988)). Positive phage were 
detected by autoradiography. We selected 64 posi- 
tive plaques by this technique. Agarose plugs con- 
taining the positive plaques were removed from the 
master plate, transferred into SM buffer and 18 of 
these were rescreened at lower density using the 
same technique- For rescreening, we used nitro- 
cellulose filters and included a final wash in 1 M 
ammonium acetate following neutralization in 
Tris-HCl-NaCl. The filters were baked at 80°C for 
2 h following this wash. 

Ten of the rescreened clones remained 

positive and at least one clone also hybridized to a 

combination of probes PLA o -09, PLA--10 and PUU-11 

32 z 2 2 

which had been P-labeled with polynucleotide 

kinase. This clone is referred to as PLA 2 8.5 EMBL3. 

We isolated DNA from clone PLA 2 8.5 EMBL3 
and determined the insert to be 16 kilobases (kb) 
upon restriction enzyme digestion analysis. Using 
the Southern Blot technique (E. M. Southern et al., 
"Detection of Specific Sequences Among DNA Fragments 
Separated by Gel Electrophoresis", J. Mol. Biol. , 
98, pp. 503-18 (1975)) we determined that the sets 
of probes PLA 2 -06 to PLA 2 «08 and PLA 2 ~09 to PLA 2 -11 
all hybridized to a single 6.2 kb Hind i I I fragment 
of PLA 2 8.5EMBL3 ("the 6.2 kb PLA £ insert"). This 
fragment was isolated following digestion of the 
clone with Hind i I I and Sai l and subsequent electro- 
phoresis in a 0.8% low-melting agarose gel. The 



actual 6.2 kb Hindi II fragment isolated did not con- 
tain a Sail site, but this digestion was necessary 
to eliminate a similarly-sized Hind i 1 1 fragment of 
PIA 2 8.5 EMBL3. This latter fragment contains a 
Sail site and thus the double digestion eliminates 
the possibility of contamination. 

The fragment was cloned into Hind i II- 
digested pNNOl that had been treated with calf intes- 
tinal alkaline phosphatase. We constructed the 
sequencing plasmid pNNOl by removing the synthetic 
polylinker from the commercially available plasmid 
plies (Pharmacia PL Biochemicals ) by restriction 
digestion and replacing it with, a new synthetic seg- 
ment. The 2.5 kb backbone common to the puc plasmids, 
which provides an origin of replication and confers 
ampicillin resistance, remained unchanged. The novel 
synthetic portion of pNNOl is shown in Figure 11A. 

For ligation, we mixed 10 ng of digested 
vector with 40 ng of the 6.2 kb PEA 2 insert in 100 
Ml of T4 DNA ligase buffer containing 400 units of 
T4 ligase. Ligation was achieved by incubation at 
room temperature for 5 h. We used 20 jil of the 
ligation mixture to transform 0.2 ml of competent 
E - C ?li MC1061 cells. Transformants were grown on 
LB + ampicillin plates at 37°C overnight. We iso- 
lated plasmid DNA from 12 potential transformants 
using the alkaline miniprep procedure (T. Maniatis 
et al., supra) and determined that one transformant, 
PSQ 130, contained the 6.2 kb PU^ insert (Figure 11B) 
The insert was then sequenced using the method of 
Maxam and Gilbert (A. M. Maxam and W. Gilbert, "A 
New Method for Sequencing DNA", Proc. Natl. Acad. 
Sci. USA, 74, pp. 560-64 (1977)). A BamHI-Ncol frag- 
ment of the 6.2 kb pla 2 insert, which hybridized to 
the PLA 2 oligonucleotide probes of this invention, 
had the following nucleotide sequence: 
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C CAT GGG AAT TTG GTG AAT TTC CAC AGA ATG 
ATC AAG TTG ACG ACA GGA AAG GAA GCC GCA CTC AGT TAT 
GGC TTC TAC GGC TGC CAC TGT GGC GTG GGT GGC AGA GGA 
TCC. 

5 This sequence encodes the polypeptide: 

His Gly Asn Leu Val Asn Phe His Arc? Met 
He Lys L eu Thr Thr Gly Lvs Glu Ala Ala Leu Ser Tyr 
Gly Phe Tyr Gly Cys His Cys Gly Val Gly Gly Arg Gly 
Ser. 

10 The underscored 19 amino acids of this 

polypeptide correspond exactly with the protein 
sequence information obtained from purified human 
platelet and rheumatoid synovial fluid phospholipase 
A 2 , confirming that we had isolated at least part of 

15 the genomic clone. The additional 3« end region of 
this region encodes amino acids that correspond to 
conserved sequences in other phospholipases A 2 that 
have been sequenced. 

The entire DNA sequence of the 6.2 kb PLA 2 

20 insert as well as the amino acid sequence coded for 

in the exons is shown in Figure 12. Potential intron 
splice sites are indicated by arrowheads. The coding 
sequence for mature phospholipase A 2 begins at nucleo- 
tide 2722 (arrow, Figure 12) and is contained within 

25 exon 2. Exon 2 begins at nucleotide 2702 and encodes 6 
in-frame amino acids preceding the amino terminal 
asparagine residue of mature phospholipase A^ We 
believe that these 6 amino acids encode the carboxy 
terminal 6 amino acids of the phospholipase A 2 signal 

30 sequence. 

An open reading frame of 14 amino acids 
beginning with a methionine residue and having char- 
acteristic properties of a signal sequence is located 
between nucleotides 2453 and 2492. This nucleotide 
35 sequence also terminates with a characteristic GT 

splice site at nucleotides 2493-2494. It is unlikely 
that this represents the N-terminal portion of the 



in vivo signal, because no promoter- like sequences 
are found within the 100 nucleotides located 5 r to 
this region. 

Exons 3 and 4, which encode the remainder 
of phospholipase h and an in-frame stop codon, are 
located at nucleotides 3105-3211 and 5383-5523, 
respectively. The putative polyadenylation signal, 
AATAAA, is located at nucleotides 5771-5776 (under- 
scored in Figure 12). 

The mature PIA 2 polypeptide coded for by 
exons 2, 3 and 4 consists of 124 amino acids and 
has the formula: NLVNFHRMIK LTTGKEAALS YGFYGCHCGV 
GGRGSPKDAT DRCCVTHDCC YKRLEKRGCG TKFLSYKFSN SGSRITCAKQ 
DSCRSQLCEC DKAAATCFAR NKTTXNKK3TQ YYSNKHCRGS TPRC. 

In the above-cited formula as well as 
throughout this application the amino acids are repre- 
sented by single letter codes as follows: 

Sf * I e eU: o Ile: 1 Metl M 

val: V Ser; S Pro: P Thr- T 

Ala: A Tyr: Y His: H Gin:' Q 

Asn: N Lys: K Asp: D Glu: E 

Cys: C Trp: W Arg: R Gly: G 

We believe that the 3 exons of the genomic 
clone contained within the 6.2 kb PLA 2 EMBL3 8.5 
Hindi II fragment encode phospholipase A 2 ) based on 
the following observations. First, the clone en- 
codes the identical N-terminal amino acid sequence 
identified for the purified native enzyme by protein 
sequencing (see Example 4). This sequence repre- 
sents an amphiphilic alpha-helix that is typical for 
all phospholipases A 2 sequenced to date. It also 
encodes the highly conserved lipophilic residues 
within this alpha-helix (e.g., Leu 2 , Phe g and Ile g ). 
Furthermore, the clone codes for a cluster of basic 
amino acids (e.g., Arg ? , Lys^ and Lys 15 ) which is 



believed to be an important determinant in the in- 
teraction of phospholipase A 2 with specific biolog- 
ical targets. Second, the clone encodes a chara- 
cteristic stretch of amino acids Tyr 25 -Gly-Cys-X- 
Cy S -Gly-X-Gly-Gly-X-X-X-Pro 37 and Asp 4g , where X is 
any amino acid, that are part of the calcium.. bind- 
ing loop of phospholipases A 2 . Finally, the clone 
encodes the characteristic amino acid residues that 
constitute the active site of all phospholipases 
A 2 , namely His 48 , Asp g9 , Tyr 52 and Tyr ?3 . 

The phospholipase A 2 amino acid sequence 
coded for by the 6.2 kb Hind i 1 1 fragment of genomic 
DNA clone PLA 2 EMBL3 8.5 also exhibits the placement 
of half-cysteine residues that is typical for 
group II phospholipases A 2 . Thus, it contains a 
cysteine residue at amino acid 50 and has an exten- 
sion of several amino acid residues at the C-ter- 
minus which ends in a half cysteine. A comparison 
of the amino acid sequence of bovine pancreatic 
PLA 2 , C. atrox venom PLA 2 , and the sequence encoded 
by the 6.2 kb PLA 2 insert as well as a consensus 
sequence, is depicted in Figure 13. 

EXAMPLE 9 

Construction Of Vectors For The 
Expression -Of Human Inflammatory 
Phospho lipase A, in Animal Cells 

In order to confirm that the 6.2 kb PLA 2 
insert encodes a functional polypeptide and to enable 
us to obtain mRNA as a source of cDNA, we made several 
constructs for expression of this phospholipase A 2 
sequence in animal cells. 

Plasmid PLA 2 6.2 BG368 3(+) (Figure 14B) 
was synthesized as follows: PSQ 130 was digested 
with Hind i I I and the 6.2 kb PLA 2 insert was isolated 
by preparative gel electrophoresis through low-melt 
agarose. The gel slice containing this fragment was 
excised and stored at 4°C. 



-38- 

The animal cell expression parent vector, 
BG368, was constructed as follows: As depicted in 
Figure 14A, we cut animal cell expression vector 
BG312 [R. Cate et al., "Isolation Of The Bovine And 
Human Genes For Mullerian Inhibiting Substance And 
Expression Of The Human Gene In Animal Cells", Cell , 
45, pp. 685-98 (1986) J with EcoRI and B^lII to delete 
one of each of the two EcoRI and the two Bglll re- 
striction sites (the EcoRI site at position 0 and 
the Bglll site located at approximately position 99). 
The resulting plasmid, BG368, retained an EcoRI site 
in the cloning region and a Bglll site after the 
cloning region. This left a single EcoRI site and a 
single Bglll site in the polylinker for cloning 
purposes . 

More specifically, we deleted one EcoRI 
site and one Bgl.II site by sequential partial diges- 
tion of BG312 with restriction enzymes EcoRI and 
• Balll, respectively. We filled in with Klenow 
fragment of E.coli polymerase and 4 nucleotides then 
religated to produce BG368, which contains unique 
restriction sites for EcoRI and Bglll enzymes. 

BG368 was linearized by digestion at the 
unique Hindi 1 1 site in the polylinker region. BG368 
contains the SV40 origin of replication and enhancer 
sequence, the adenovirus major late promoter, a poly- 
linker region containing unique restriction sites 
for the insertion of DNA sequences for expression, 
the SV4Q 3' untranslated region, including the poly- 
adenylation signal and the 3 1 splice site. We then 
treated the linearized vector with calf intestinal 
alkaline phosphatase to prevent reannealing, phenol 
extracted it and purified it by preparative gel 
electrophoresis as above. 

Slices of low melt agarose containing either 
the vector or the insert were diluted with H 2 0 and 
melted at 65 °C for 2-3 minutes. We ligated aliquots, 



-39- 

equivalent to 60 ng and 15 ng, respectively, of 6.2 kb 
PLA 2 insert and Hind i I I linearized BG368 vector with 
400 units of T4 ligase in a total volume of 40 pi of 
IX T4 ligase buffer overnight at room temperature. 
We used 20 pi of this ligation mixture to transform 
_ E • co11 MC1061 cells. The trans formants were grown 
"on LB + amplicillin plates at 37°C overnight. We 
isolated plasmid DNA from 10 transformants using the 
alkaline miniprep procedure. By digesting the plas- 
mids with restriction enzymes Xhol and Ndel we deter- 
mined that three transformants contained the PLA 2 
insert. This restriction enzyme analysis also allowed 
us to determine orientation of this insert with respect 
to the adenovirus major late promoter in this vector. 
We prepared large scale plasmid preparations of DNA 
from one trans formant containing the + orientation, 
named PLAj 6.2 BG368 3( + ) and one containing the • 
- orientation, named PLA 2 6.2 BG368 8(-). 

We then prepared plasmid PLA 2 3.8 BG341(+) 
(Figure 14, panel C) as follows: PSQ 130 was digested 
with Notl to release the entire 6.2 kb PLA 2 insert 
in addition to the polylinker from pNNOl (Figure 11, 
panel B). We purified this Not l fragment by gel 
electrophoresis through 1% agarose in TBE buffer." 
The fragment was then electroeluted from the gel and 
recovered by ethanol precipitation. We then digested 
the Notl fragment with Eagl yielding two fragments 
approximately 2.4 kb and 3.8 kb in length. We puri- 
fied the 3.8 kb fragment ("the 3.8 kb PLA 2 insert") 
by low melt agarose gel electrophoresis as described 
above. From the nucleotide sequence of the PLA 2 
insert we determined that the 3.8 kb PLA 2 insert 
contains a potential open reading frame encoding an 
initiating methionine as well as amino acids which 
are characteristic of signal sequences. This frag- 
ment also contains Exons 2, 3, and 4, as well as a 
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donor sequence for splicing the amino terminus of 
the signal sequence to Exon 2. 

Plasmid BG341 (Figure 14D) was also derived 
from BG312 (R. Cate et al.. Cell, «, pp. 685-98 
(1986)}. After partial digestion of BG312 with Bglll 
to linearize it at the Bgiri site located at approxi- 
mately position 99, we filled in the Bglll site with 
Klenow fragment of E.coli DHA polymerase and deoxy- , 
ribonucleotides then religated the vector. We line- 
arized the vector by partial digestion with BamHI at 
the site following the SV40 poly A region, filled in 
the site with Klenow and deoxyribonucleotides and 
religated the vector. The resultant vector with unique 
Bglir and BamHI sites was linearized with smal and a 
linker having the sequence 5 1 GCGGCCGCGCTCGAGCTCG3 r 
was ligated into the Smal site, thus destroying it 
and creating a Not! site in the cloning region. 

BG341 was then linearized by digestion at 
its unique Noti site. The linearized plasmid was 
then alkaline phosphatase treated and purified in an 
identical manner to that described above for BG368 . 

Slices of low melt agarose containing either 
the vector or the insert were diluted with H-O and 
melted at 65°C for 2-3 minutes. We ligated aliquots 
equivalent to 60 ng and 15 ng respectively of. 3.8 kb 
PIA2 insert and Noti linearized BG341 vector with 
400 units of T4 ligase in a total volume of 40 jil of 
IX T4 ligase buffer overnight at room temperature. 
We used 20 ul of this ligation mixture to transform 
E - coIi MC1061 cells. The transformants were grown 
on LB + ampicillin plates at 37°c" overnight. We 
performed plasmid miniprep analysis using restric- 
tion enzymes Aatll and Noti to determine orientation. 
We obtained one transformant in the + orientation, 
named PLA 2 3.8 BG34I(+). We performed a large scale 
plasmid preparation of this DNA.to obtain supercoiled 
plasmid. 
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EXAMPLE 10 

Expression Of Phospholipase A- In 
COS- 7 African Green Monkey Kidney Cells 

We performed DNA mediated trans fection 
using the DEAE/dextran method (L. M. Sompayrac and 
K. J. Danna, "Efficient Infection of Monkey Kidney 
Cells With DNA of Simian Virus 40" Proc. Natl. 
Acad. Sci. PSA, 78, pp. 7575-78 (1981)). We trans- 
fected 100 mm tissue culture dishes containing 
approximately 2 x 10 6 COS-7 cells (ATCC No. CRL 1651) 
with 3 ml each of 10 pg/ml of supercoiled plasmid 
from the following constructs: PLA 2 6.2 BG368 3(+), 
PLA 2 6.2 BG368 8(-), PLA 2 3.8 BG341 (+) and BG341 
(as a control). We transfected five plates with 
each construct and then pooled the media from the 
five plates 72 hours after transfection. Cells from 
2 plates were harvested by scraping into 150 pi of 
0.36 N H 2 S0 4 . The plates were then rinsed with 
2 x 150 Ml of 0.18 N H 2 S0 4 containing 150 mm NaCl 
and the washes combined with the cell suspension. 
The cell suspensions were centrifjjged at 2,000 xg 
for 5 minutes at 4°C and the supernatant recovered. 

Phospholipase A 2 activity was assayed in 
cell extracts (50 pi aliguots) and media (5 pi) using 
the H-oleic acid labelled E.coli assay described in 
Example 3. We found that cells transfected with 
PLA 2 constructs in the + orientation relative. to the 
adenovirus late promoter and, in particular, the 
media therefrom, contained significant amounts of 
phospholipase A 2 activity when compared to untrans- 
fected cells and cells transfected with vector 
alone. 

The table below depicts a comparison of 
the levels of .expression of phospholipase A 2 in 
COS-7 cells transfected with various PLA 2 
constructs of this invention as well as controls. 
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TRANSIENT EXPRESSION 

OF INFLAMMATORY PLA. 

2 

Conditioned Hedia (n^&p 

C0Scells <0-03 
COS cells trans fected with 

BG 341 (vector control) <o.02 

COS cells transfected with 
PLA 2 6.2 BG368 3(+) 

COS cells transfected with 

PLA 2 3.8 BG341(+) 3 

The expression and secretion of phospho- 
lipase A 2 in cells transfected with PLA 2 3.8 BG341(+) 
indicated that in the presence of an exogenous 
promoter, such as the adenovirus major late promoter, 
the amino acids encoded by nucleotides 2453-2492 can 
serve as a functional signal sequence. 

EXAMPLE 11 

Construction Of Cell Lines That 
Stably Ex press Phospholipase A^ 

Because the transfected COS -7 cells 
described in Example 10 expressed phospholipase A 2 
only transiently, we next constructed cell lines 
that stably expressed the polypeptide. We employed 
the commercially available expression host CHO 
DHFR", the dihydrofolate reductase deletion mutant 
of the Chinese Hamster Ovary cell line. 

We transfected these cells with a mixture 
of PLA 2 3.8 BG34K+) which had been linearized by 
digestion with restriction enzyme XmnI and pAdD26 
(R. J. Kaufman and P. A. Sharp, "Amplification and 
Expression of Sequences Cotransfected With a Modular 
Dihydrofolate- Reductase Complementary DNA Gene", 
J. Mol. Biol., 159, pp. 661-21 (1982)) that -had been 
linearized with restriction enzyme Stul in a 9:1 
molar ratio to provide the maximum number of PLA, 
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gene copies per trans fectant. pAdD26 is a plasmid 
which contains a functional DHFR gene. Trans fection 
was achieved by CaP0 4 precipitation. Alternatively 
trans fection may be effected by electroporation or 
spheroplast fusion. 

Following trans fection, we incubated the 
cells for 2 days in nonselective medium « + MEM. We 
then split the cells by diluting 1:10 into selective 
medium a "MEM + 10% dialyzed fetal calf serum. Clones ' 
were visible after 9 days. After 11 days, cloning 
rings were inserted on the plates and each clone was 
trypsinized and transferred to one well of a 48 well 
microti ter plate. When clones became nearly confluent, 
we removed the media and assayed it for phospholipase 
A 2 activit y- The cells were expanded in 6 well 
microti ter plates. We assayed 66 clones and froze 
in liquid nitrogen the twenty that expressed phos- 
pholipase A 2 at the highest level. The five highest 
expressors were subcloned for amplification in 30 nM 
methotrexate. These clone or others may be further 
amplified by growth in higher concentrations of 
methotrexate . 

We also created a second construct, PLA 2 3 - a 
JODS (Figure 15B), for the expression of phospholipase 
A 2 in animal cells. In this vector, the phospholipase 
A 2 coding sequences and the DHFR coding sequences 
are on the same plasmid. Parent plasmid pJODS 
(Figure 15A) was digested with Aatll and Notl. 
PLA 2 3.8 BG341(+) was also digested with the same 
enzymes. Both digests were purified on a low melt 
agarose gel and the appropriate band excised from 
the gel. The Aatll-NotI fragment from PLA 2 3.8 
BG341(+) (containing the promoter elements from 
BG341 as well .as the 3.8 kb PLA 2 insert) was ligated 
to the Aat ll- Not I fragment of pJODS (containing the 
DHFR sequence). We then used the ligated DNA to 
transform E.coli MC1061 cells. Following mini prep 
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analysis to determine the presence of inserts, we 
performed large scale plasmid preparation from one 
clone containing the appropriate plasmid. We named 
the plasmid PLA 2 3.8 JODS. We then used this plasmid 
to transform E.coli JA221 cells and prepared CsCl- 
banded plasmid DNA for use in animal cell transfec- 
tion. Prior to transfection, PLA £ 3.8 JODS was 
linearized with Aatli. we routinely used 20 M g of 
linearized plasmid to transfect CHO DHFR" cells. 
Transfections, growth of cells and phospholipase A- 
assays were performed. as described above. 

EXAMPLE 12 

Transfection Of Animal Cells 
With PLA^ Genomic Clones 

The bacteriophage PLA £ 8.5 EMBL3 contained 
approximately 16 kb of human DNA, including the 
PLA 2 insert which encodes mature inflammatory PLA . 
This phage is modified .by standard techniques so * 
that it contains a selectable marker for animal cell ; 
expression, such as herpes simplex virus thymidine 
kinase. Phage particle transfection of mouse L tk~ 
cells is accomplished by the methods of M. Ishiura 
et al., "Phage Particle-Mediated Gene Transfer to 
Cultured Mammalian Cells", Mol. Cell Biol. . 2, 
pp. 607-16 (1982). ~~~ 

Specifically, 24 hours prior to trans- 
fection, L tk" cells are plated in 100 mm 2 tissue 
culture dishes at a density of 5 x 10 5 - l x 10 6 
cells per plate. For each plate, 1 ml of 3 x 10 7 
pfu/ml phage particles are coprecipitated with cal- 
cium phosphate, pH 6.85, at 25°C for 10 minutes. 
The precipitate is then absorbed on the L cells for 
24 hours at 37_°C in 5% CO,, in air. The cells are 
then washed with Hepes buffered saline, re-fed with 
o -MEM and grown for 40 hours. The media is then 
replaced with HAT media and the cells maintained 
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until clones appear (about 10 days). Tk + clones are 
assayed for phospholipase activity. 

Alternatively, DNA mediated transfection 
can be carried out. DNA is prepared from either 
PLA 2 8.5 EMBL3 or PSQ 130. In the latter case, the 
6.2 kb PLA 2 insert is isolated and purified by diges- 
tion with Hind i I I and preparative gel electrophoresis 
In the former case, PLA 2 8.5 EMBL3 DNA is linearized 
by digestion with Sail. Each DNA preparation may 
then used together with an appropriate selectable 
marker (e.g., DHFR for CHO DHFR" cells, thymidine 
kinase for L tk" cells) to cotransfect animal cells. 
DNA-mediated transfection is accoaplished by calcium 
phosphate precipitation or electroporation (G. Chu 
et al., "Electroporation for the Efficient Transfec- 
tion of Mammalian Cells With DNA", Nucl. Acids Res. , 
15, pp. 1311-25 (1987)). Clones positive for the 
selectable marker are assayed for PLA 2 activity. 

EXAMPLE 13 

Size Determination Of Phospholipase A- mRNA 
From Transformed COS-7 Cells z 

Cells from three tissue culture dishes 
(100 mm 2 ) of COS-7 cells transfected with 10 Mg/ml 
of supercoiled plasmid from either PIJ^ 6.2 BG368 
3(+), PLA 2 6.2 BG368 8(-), PLA 2 3.8 BG341 (+) or 
BG341 (as a control) were used to prepare total RNA. 
The transfected cells were lysed in guanidinium 
isothiocyanate buffer and total RNA prepared by the 
method of J. M. Chirgwin et al., "Isolation of Bio- 
logically Active Ribonucleic Acid from Sources 
Enriched in Ribonuclease", Biochemistry , 18, pp. 
5294-99 (1979). We analyzed 1 pg and 10 pg aliguots 
of total RNA from each transfected cell pool by the 
Northern blotting technique (H. Lehrach et al., 
Biochemistry . 10, pp. 4743-51 (1977)) using GeneScreen 
filters (New England Nuclear, MA) and following the 
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manufacturer's instructions. The transferred RNA 
was hybridized to a 32 P-labelled 1.4 kb Oxani frag- 
ment of PSQ 130, vhich had been labelled by the 
random priming technique (A-. P. Feinberg and 
5 B. Vogelstein, "A Technique for Radiolabeling DNA 
Restriction Endonuclease Fragments-, Anal. Biochen,. . 
132, pp. 6-13 (1983); Ibid, "Addendum", Anal. Biochem. . 
137, pp. 266-67 (1984)). Oxani is the equivalent ', 
isoschizomer of commercially available restriction 
enzymes *fetri and Bsu36. All of these enzymes recog- 
nize the nucleotide sequence: CCTNAGG. These 
enzymes cut PSQ 130 at nucleotides 2054-2060 and 
3413-3419. 

The probe hybridized to an 1100 nucleotide 
15 mRNA in cells trans fected with PLA 2 3.8 BG341(+). 
This size is consistent with expected transcription 
from the adenovirus late promoter and predicted 
splicing and polyadenylation. 
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EXAMPLE 14 

Synthesis Of Human Inflammatory 
Phosph olipase A ; cDNA 

Total RNA isolated from cell lines trans - 
fected with PLA2 3.8 BG341( + ) or any other PLA 2 
genomic clone which expresses human inflammatory 
phospholipase ^ by the above method may be used to 
obtain a PLA 2 cDNA. Poly A + RNA is isolated from 
total RNA using oligo dl cellulose chromatography. 
The poly A+ RNA (5-10 ug) is resuspended in ILO at a 
concentration of 5 ng/ul and treated with 2.5 mM 
C^HgOH at room temperature for 10 minutes. 
0-mercaptoethanol is then added to a final concen- 
tration of 0.035 M. Synthesis of cDNA is carried 
out using a cDNA synthesis kit (BRL; catalogue 
#8267SA) according to manufacturer's directions. The 
double stranded cDNA is then ligated to linker 35-36: 
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5 ' AATTCGAGCTCGAGCGCGGCCGC3 » 

3 1 GCTCGAGCACGCGCCGGCG5 ' 
using standard procedures. The cDNA is then size 
selected using Select 4L, 5L, or 6L columns (5 Prime-3 
Prime Inc., West Chester, PA) according to manufac- 
turer's directions. The size-selected cDNA is then 
ligated to EcoRI digested \gtlO. Aliquots of the 
ligation reaction are packaged in Gigapack 
(Stratagene, San Diego, CA) according to the manu- 
facturer's protocol. The packaged phage are then 
used to infect E.coli BNN102 cells and plated for 
amplification. PLA 2 cDNA clones are then obtained 
by screening the resultant library with antisense 
oligonucleotides from the PLA 2 coding region of 
PLA 2 3.8 BG341(+). 

Alternatively, PLA 2 -specific mRNA is 
enriched initially by hybrid selection with PLA 2 
genomic DNA using any one of the methods described 
in R. Jagus, "Hybrid Selection of mRNA and Hybrid 
Arrest of Translation" Meth. Enzvmol. , 152, pp. 567-72 
(1987). 

The predicted nucleotide sequence of the 
PLA 2 coding region of the above-described cDNA is: 
AAT TTG GTG AAT TTC CAC AGA ATG ATC AAG TTG ACG ACA 
GGA AAG GAA GCC GCA CTC AGT TAT GGC TTC TAC GGC TGC 
CAC TGT GGC GTG GGT GGC AGA GGA TCC CCC AAG GAT GCA 
ACG GAT CGC TGC TGT GTC ACT CAT GAC TGT TGC TAC AAA 
CGT CTG GAG AAA CGT GGA TGT GGC ACC AAA TTT CTG AGC 
TAC AAG TTT AGC AAC TCG GGG AGC AGA ATC ACC TGT GCA 
AAA CAG GAC TCC TGC AGA AGT CAA CTG TGT GAG TGT GAT 
AAG GCT GCT GCC ACC TGT TTT GCT AGA AAC AAG ACG ACC 
TAC AAT AAA AAG TAC CAG TAC TAT TCC AAT AAA CAC TGC 
AGA GGG AGC ACC CCT CGT TGC. 

Microorganisms and recombinant DNA mole- 
cules prepared by the processes of this invention 
are exemplified by cultures deposited in the In 
Vitro International, Inc. culture collection, in 
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Linthicum, Maryland. These include cultures 
deposited on July 11, 1988 and . identified 
as : 

PSQ130 /E.coli MC1062 

5 PLA 2 6.2 BG368 3(+)/ E.coli MC1061 

PLA 2 3.8 BG341(+) /E.coli MC1061 

PLA 2 3.8 JODS /E.coli JA221; 

and cultures deposited on July 12, 1988 and i dent i- , 
fied as: 

10 PLA 2 8.5 EMBL3/ E.coli LE392. 

These deposits were assigned accession numbers IVI 
10174-10178, respectively. 

While we have hereinbefore described a 
number of embodiments of this invention, it is 
15 apparent that our basic constuctions can be altered 
to provide other embodiments, which utilize the 
processes, polypeptides and DNA sequences of this 
invention. Therefore, it will be appreciated that 
the scope of this invention is to be defined by the 
claims appended hereto rather than by specific 
embodiments which have been presented hereinbefore 
by way of example. 
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CLAIMS 

we Claim: 

1. A process for purifying an acid stable 
phospholipase A 2 from a biological source comprising 
the steps of: 

a) extracting said source with an 

acid; 

b) replacing the acid in the extract 
produced in step a) with a buffer suitable for cation 
exchange chromatography ; 

c) contacting said extract with a 
cation exchange resin to bind the phospholipase A 2 
contained in the extract; 

d) eluting said phospholipase A 2 
from said resin; 

e) concentrating said phospholipase 

f) separating said phospholipase A 2 
from contaminants by molecular sizing chromatography; 
and 

g) separating said phospholipase A 2 
from contaminants remaining after step f ) by reverse 
phase HPLC. 

2. The process according to claim 1, 
further comprising the steps of electrophoresing 
said phospholipase A 2 and transferring said electro- 
phoresed phospholipase A 2 to a solid support. 

3. The process according to claim 2, 
wherein said electrophoresing is effected by sodium 
dodecyl sulfate polyacrylamide gel electrophoresis 
and said solid support is a polyvinylidene difluoride 
membrane . 

4. The process according to claim 1 or 2, 
wherein said phospholipase A, is located within a cell. 
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5. The process according to claim 4, 
further comprising before step a), the step of 
releasing said phospholipase A 2 from said cell. 

6. The process according to claim 5, 
wherein said biological source comprises human, non- 
pancreatic cells. 

7. The process according to claim 4, 
wherein said biological source comprises platelets. 

8. The process according to claim 1 
or 2, wherein said phospholipase A £ is located 
extracellul arly . 

9 - The process according to claim 8, 
wherein said biological source comprises human 
extracellular fluid. 

10 . The process according to claim 9, 
wherein said biological source comprises rheumatoid 
synovial fluid. 

11. The process according to claim 1 or 

2 , wherein said acid is sulfuric acid having a pH of 
about 1. 

12. A polypeptide comprising the amino acid 

sequence: 

Asn-Leu-Val-Asn-Phe-His-Arg-Met-Ile-Lys- 
Leu-Thr-Thr-Gly-Lys-Glu-Ala-Ala-Leu. 

13. A polypeptide consisting essentially 
of at least five consecutive amino acids selected 
from the amino acid sequence: 

Asn-Leu-Val-Asn-Phe-His -Arg-Met- Ile-Lys- 
Leu-Thr-Thr-Gly-Lys -Glu-Ala-Al a-Leu . 
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14. The polypeptide according to claim 13, 
wherein said polypeptide has the sequence: 

H 2 N-Leu-Val-Asn-Phe-His-Arg-Met-Ile-Lys- 
Leu-Thr-Thr-Gly-Lys-Glu-Ala-COOH. 



15. An oligonucleotide comprising a nucleo- 
tide sequence selected from the group consisting 
of nucleotide sequences which code for the polypeptide, 
according to claim 12 or 13. 



16. The oligonucleotide according to 
claim 15, selected from the group consisting of 
PLA 2 -06, PLA 2 -07, PLA^OS, PL/^-G^ PLA 2 -10, 
PLA 2 -11, PLA 2 -12, PLA 2 -13, and combinations thereof. 

17. Phospholipase A 2 purified by the pro- 
cess according to claim 1 or 2. 



18. A pharmaceutical composition for 
eliciting antibodies to acid-stable inflammatory 
phospholipase A 2 comprising an immunologically 
effective amount of an immunogen which comprises' a 
polypeptide according to claim 13 coupled to a carrier. 

19. A pharmaceutical composition effective 
as an anti- inflammatory agent comprising a therapeuti- 
cally effective amount of an antibody selected from 
the group consisting of antibodies to acid stable 
inflammatory phospholipase k 2 , antibodies to the 
polypeptide according to claim 12, and combinations 
thereof. 

20. A composition comprising an amount of 
an antibody selected from the group consisting of 
antibodies to acid stable inflammatory phospholipase 
A 2' ^tibodies to the polypeptide according to 
claim 12, and combinations thereof, wherein said 
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composition is effective to detect the presence of 
acid stable inflammatory phospholipase A £ in a 
biological sample. 

21. A method for treating inflammation 
comprising the step of treating a patient in. a 
pharmaceutically effective manner with a composi- 
tion according to claim 19. 

r 

22. A method for detecting the presence 
of acid stable inflammatory phospholipase A 2 in 

a biological sample comprising the step of contact- 
ing said sample with a composition according to 
claim 20. 

23. The use of a pharmaceutically effective 
amount of an antibody to human inflammatory phospho- 
lipase A2 for the treatment of inflammation in 
mammals. 

24. A recombinant DNA molecule comprising 
a DNA sequence coding for a human inflammatory 
phospholipase A^-like polypeptide, said DNA sequence 
comprising the sequence: 

C CAT GGG AAT TTG GTG AAT TTC CAC AGA ATG 
ATC AAG TTG ACG ACA GGA AAG GAA GCC GCA CTC ACT TAT 
GGC TTC TAC GGC TGC CAC TGT GGC GTG GGT GGC AGA GGA 
TCC. 

25. A process for producing a human 
inflammatory phospholipase A 2 -like polypeptide com- 
prising the step of culturing a unicellular host 
transformed with a recombinant DNA molecule according 
to claim 24. . 



26. The recombinant DNA molecule according 
to claim 24, wherein said DNA molecule is PSQ 130. 
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27. A DNA sequence coding for a human 
inflammatory phospholipase A 2 ~like polypeptide, said 
DNA sequence being selected from the group consisting 
of: 

(a) the 6.2 kb PLA 2 inserts of PLA 2 
6.5 EMBL3, PSQ 130, and PLA2 6.2 BG368 3( + ), 

(b) the 3.8 kb PLA 2 inserts of PLA 
3.8 BG341(+) and PLA 2 3.8 JODS, 

(c) DNA sequences which hybridize to 
the foregoing PL^ inserts and which code on expres- 
sion for a human inflammatory phospholipase A -like 
polypeptide, and 

(d) DNA sequences which code on ex- 
pression for a human inflammatory phospholipase 
A 2 -like polypeptide coded for on expression by any 
of the foregoing DNA inserts and sequences. 

28. The DNA seguence according to claim 27, 
said DNA sequence being selected from the group 
consisting of a DNA sequence with the formula: 

(a) AAT TTG GTG AAT TTC CAC AGA ATG ATC 
AAG TTG ACG ACA GGA AAG GAA GCC GCA CTC AGT TAT GGC 
TTC TAC GGC TGC CAC TGT GGC GTG GGT GGC AGA GGA TCC 
CCC AAG GAT GCA ACG GAT CGC TGC TGT GTC ACT CAT GAC 
TGT TGC TAC AAA CGT CTG GAG AAA CGT GGA TGT GGC ACC 
AAA TTT CTG AGC TAC AAG TTT AGC AAC TCG GGG AGC AGA 
ATC ACC TGT GCA AAA CAG GAC TCC TGC AGA AGT CAA CTG 
TGT GAG TGT GAT AAG GCT GCT GCC ACC TGT TTT GCT AGA 
AAC AAG ACG ACC TAC AAT AAA AAG TAC CAG TAC TAT TCC 
AAT AAA CAC TGC AGA GGG AGC ACC CCT CGT TGC. 



29. A recombinant DNA molecule comprising 
a DNA sequence coding for a human inflammatory 
phospholipase .A 2 -like polypeptide, said DNA sequence 
being selected from the group consisting of: 

(a) the 6.2 kb PLA 2 insert of PLA 2 

8.5 EMBL3, 
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(b) DNA sequences which hybridize to 
the foregoing DNA insert and which code on expression 
for a human inflammatory phospholipase A^-like poly- 
peptide; and 

(c) DNA sequences which code on 
expression for a human inflammatory phospholipase 
A 2 -like polypeptide coded for on expression by any 
of the foregoing DNA inserts and sequences . 

30.. The recombinant DNA molecule according 
to claim 29, wherein said DNA sequence is the 3.8 kb 
PLA 2 insert of PSQ 130. 

31. The recombinant DNA molecule according 
to claim 29/ said molecule being selected from the 
group consisting of: PLA 2 8.5 EMBL3, PLA 6.2 

BG368 3( + ), PLA 2 3.8 BG341(+) and PLA 2 3^ JODS. 

32. A host transformed with the recom- 
binant DNA molecule according to claim 29, wherein 
said host is selected from the group consisting of 
animal cells, insect cells, plant cells, yeast cells 
and other fungal cells. 

33. The host according to claim 32, selected 
from, the group consisting of COS-7 cells and CHO DHFR" 
cells. 

34. a process for producing a human in- 
flammatory phospholipase A 2 -like polypeptide 
comprising the step of culturing the host according 
to claim 32. 

35. A human inflammatory phospholipase 
A 2 -like polypeptide produced by the process according 
to claim 34. 
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36. A recombinant DNA molecule comprising 
a DNA sequence coding for a human inflammatory 
phospholipase A 2 -like polypeptide, said DNA sequence 
being selected from the group consisting of: 

(a) AAT TTG GTG AAT TTC CAC AGA ATG 
ATC AAG TTG ACG ACA GGA AAG GAA GCC GCA CTC AGT TAT 
GGC TTC TAC GGC TGC CAC TGT GGC GTG GGT GGC AGA GGA 
TCC CCC AAG GAT GCA ACG GAT CGC TGC TGT GTC ACT CAT 
GAC TGT TGC TAC AAA CGT CTG GAG AAA CGT GGA TGT GGC 
ACC AAA TTT CTG AGC TAC AAG TTT AGC AAC TCG GGG AGC 
AGA ATC ACC TGT GCA AAA CAG GAC TCC TGC AGA AGT CAA 
CTG TGT GAG TGT GAT AAG GCT GCT GCC ACC TGT TTT GCT 
AGA AAC AAG ACG ACC TAC AAT AAA AAG TAC CAG TAC TAT 
TCC AAT AAA CAC TGC AGA GGG AGC ACC CCT CGT TGC, 

(b) DNA sequences which hybridize to 
the foregoing DNA sequence and which code on expression 
for a human inflammatory phospholipase A 2 ~like poly- 
peptide; and 

(c) DNA sequences which code on 
expression for a human inflammatory phospholipase 
A 2 -like polypeptide coded for on expression by any 
of the foregoing DNA sequences. 

37. A host transformed with the recom- 
binant DNA molecule according to claim 36, said host 
being selected from the group consisting of animal 
cells, plant cells, yeast and other fungi, and 
bacteria . 

38. A process for producing a human in- 
flammatory phospholipase A 2 -like polypeptide com- 
prising the step of culturing the host according to 
claim 37. 

39. A human inflammatory phospholipase 
A 2 -like polypeptide produced by the process according 
to claim 38. 
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40. The recombinant DNA molecule according 
to any one of claims 24, 29 or 36, said molecule 
further comprising an expression control sequence, 
said expression control sequence being operatively 
linked to said DNA sequence coding for a human in- 
flammatory phospholipase A 2 «like polypeptide. 

41. A process for producing a human in- 
flammatory phospholipase A 2 -like polypeptide com- 
prising the steps of: 

( a ) transfecting a eukaryotic host 
with a DNA sequence comprising the 6.2 kb PLA 
insert; and 2 

(b) culturing said transfected host. 

42. The process according to claim 41, 
wherein said" eukaryotic host is selected from the 
goup consisting of a mouse L-cell and a CHO DHFR 
cell. 



43. A human inflammatory phospholipase 
A 2 -like polypeptide produced by the process according 
to claim' 41. 

. 44. The human phospholipase A 2 -like poly- 
peptide according to any one of claims 35, 39 or 43, 
said polypeptide being selected a polypeptide of the 
formula i 

NLVNFHRMIK LTTGKEAALS YGFYGCHCGV 
GGRGSPKDAT DRCCVTHDCC YKRLEKRGCG- TKFLSYKFSN SGSRITCAKQ 
DSCRSQLCEC DKAAATCFAR NKTTYNKKYQ YYSNKHCRGS TPRC. 

45. A polypeptide coded for on expression 
by a DNA sequence selected from the group consisting 
of the DNA sequences of claim 27 or 28, said poly- 
peptide being essentially free of other proteins of 
human origin. 
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Figure 13 
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LIPOPROTEIN ASSOCIATED PHOSPHOLIPASE A2, INHIBITORS THEREOF AND USE 

OF THE SAME IN DIAGNOSIS AND THERAPY 

The present invention relates to the use of inhibitors of an enzyme in the 
therapy, in particular in the treatment of atherosclerosis. The present invention also 
5 relates to the isolation and purification of the enzyme, to isolated nucleic acids 

encoding the enzyme, to recombinant host cells transformed with DNA encoding the 
enzyme, to the use of the enzyme in diagnosing a patient's susceptibility to 
atherosclerosis, and to the use of the enzyme in identifying compounds which arc 
potentially useful for the treatment of atherosclerosis, 

10 lipoprotein Associated Phospholipase A2 (Lp-PLA2>, also previously 

known in the art as Platelet Activating Factor Acetyl Hydrolase (PAF acetyl 
hydrolase). During the conversion of LDL to its oxidised form, Lp-PLA2 is 
responsible for hydrolysing the sn-2 ester of 0)ddativeiy modified 
phosphatidylcholine to give lyso-phosphatidylcholine and an oxidatively modified 

15 fatty acid. Both of these products of Lp-PLA2 action are potent chemoattractants for 
circulating monocytes. As such, this enzyme is thought to be responsible for the 
accumulation of cells loaded with cholesterol ester in the arteries, causing the 
characteristic 'fatty streak* associated with the early stages of atherosclerosis. 
Inhibition of the Lp-PLA2 enzyme would therefore be expected to stop the build up 

20 of this fatty streak (by inhibition of the formation of ^phosphatidylcholine), and so 
be useful in the treatment of atherosclerosis. In addition, it is proposed that Lp-PLA2 
plays a direct role in LDL oxidation. This is due to the poly unsaturated fatty acid- 
derived lipid peroxide products of Lp-PLA2 action contributing to and enhancing the 
overall oxidative process. In keeping with this idea, Lp-PLA 2 inhibitors inhibit LDL 

25 oxidation. Lp-PLA2 inhibitors may therefore have a general application in any 

disorder that involves lipid peroxidation in conjunction with the enzyme activity, for 
example in addition to conditions such as atherosclerosis and diabetes other 
conditions such as rheumatoid arthritis, stroke, myocardial infarction, reperfusion 
injury and acute and chronic inflammation. 

30 The present invention therefore provides in a first aspect an inhibitor of the 

enzyme lipoprotein associated Lp-PLA2 for use in therapy, in particular in the 
treatment of atherosclerosis. Suitable compounds able to inhibit the Lp-PLA2 
enzyme are known in the an and include for example, the following compounds of 
structure (I): 



35 




(D 



• 1- 



WO 95/00649 



PCT/GB94/01374 



in which R is C^galkylCONR 2 ; 

R 2 is hydrogen or Cj^alkyl; 
X is oxygen, sulphur or -O(CO)-; 
5 R 1 is Cg.2oalkyl; 

Z is N(R 3 )2, ®N(R 3 )3, SR 3 ®S(R 3 )2, in which each group R 3 is the same 
or different and is Ci_6 alkyl, OR 2 , Ci^alkanoyl, imidazolyl or 
N-methylimidazolyl 



10 Suitably R 2 is hydrogen or Ci_g alkyl; preferably R 2 is hydrogen. 

Suitably X is oxygen, sulphur or -0(CO)-; preferably X is oxygen 
Suitably R 1 is Cg_2oalkyU preferably R 1 is Ci6_ig alkyl 
Suitably Z is N(R 3 ) 2 , ®N(R 3 ) 3 , SR 3 , ®S(R 3 ) 2 , in which each group R 3 is 
the same or different and is Cj_5 alkyl, OR 2 , Cj^alkanoyl, imidazolyl or 
15 N-methylimidazolyi; preferably Z is SR 3 in which R 3 is methyl or OR 2 in 

which R 2 is hydrogen 
The compounds of structure (I) can be prepared by processes known to those 
skilled in the art, for example as described in J Chem Soc Chem Comm.,1993, 70-72; 
J Org Chem, 1983, 48, 1 197 and Chem Phys Lipids, 1984,35,29-37 or procedures 
20 analogous thereto. 

When used in therapy, the compounds of structure (I) are formulated in 
accordance with standard pharmaceutical practice. 

The compounds of structure (I) and their pharmaceutical^ acceptable salts 
which are active when given orally can be formulated as liquids, for example syrups, 
25 suspensions or emulsions, tablets, capsules and, lozenges. 

A liquid formulation will generally consist of a suspension or solution of the 
compound or pharmaceutically acceptable salt in a suitable liquid carrier(s) for 
example, ethanol, glycerine, non-aqueous solvent, for example polyethylene glycol, 
oils, or water with a suspending agent, preservative, flavouring or colouring agent 
30 A composition in the form of a tablet can be prepared using any suitable 

pharmaceutical canier(s) routinely used for preparing solid formulations. Examples 
of such carriers include magnesium stearate, starch, lactose, sucrose and cellulose. 

A composition in the form of a capsule can be prepared using routine 
encapsulation procedures. For example, pellets containing the active ingredient can 
35 be prepared using standard carriers and then filled into a hard gelatin capsule; 
alternatively, a dispersion or suspension can be prepared using any suitable 
pharmaceutical carrier(s), for example aqueous gums, celluloses, silicates or oils and 
the dispersion or suspension then filled into a soft gelatin capsule. 
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Typical parenteral compositions consist of a solution or suspension of the 
compound or pharmaceutically acceptable salt in a sterile aqueous carrier or 
parenterally acceptable oil, for example polyethylene glycol, polyvinyl pyiTolidone, 
lecithin, arachis oil or sesame oil. Alternatively, the solution can be lyophilised and 
S then reconstituted with a suitable solvent just prior to administration. 

A typical suppository formulation comprises a compound of formula (I) or a 
pharmaceutically acceptable salt thereof which is active when administered in this 
way, with a binding and/or lubricating agent such as polymeric glycols, gelatins or 
cocoa butter or other low melting vegetable or synthetic waxes or fats. 
10 Preferably the composition is in unit dose form such as a tablet or capsule. 

Each dosage unit for oral administration contains preferably from 1 to 250 
mg (and for parenteral administration contains preferably from 0.1 to 25 mg) of a 
compound of the formula (I) or a pharmaceutically acceptable salt thereof calculated 
as the free base. 

15 The daily dosage regimen for an adult patient may be, for example, an oral 

dose of between 1 mg and 500 mg, preferably between 1 mg and 250 mg, or an 
intravenous, subcutaneous, or intramuscular dose of between 0.1 mg and 100 mg, 
preferably between 0.1 mg and 25 mg, of the compound of the formula (I) or a 
pharmaceutically acceptable salt thereof calculated as the free base, the compound 

20 being administered 1 to 4 times per day. Suitably the compounds will be 
administered far a period of continuous therapy. 

The enzyme, lipoprotein associated Lp-PLA2 has not hitherto been available 
in isolated purified form. The present invention therefore provides in a further 
aspect, the enzyme lipoprotein associated Lp-PLA2 in purified form. By purified 

25 form is meant at least 80%, more preferably 90%, still more preferably 95% and most 
preferably 99% pure with respect to other protein contaminants. 

The enzyme Lp-PLA2 may be characterised by one or more partial peptide 
sequences selected from SEQ ID NOs:l, 2, 3, 4, 10 and 1 1 or by the partial peptide 
sequence comprising residues 271 to 441 or consisting of residues 1 to 441 of SEQ 

30 ID NO:9. The enzyme Lp-PLA2 may further or alternatively characterised by its 
molecular weight found to be 45kDa, at least 45kDa, 45-47kDa, 46-47kDa or 45- 
SOkDa. 

The invention also provides fragments of the enzyme having Lp-PLA2 

activity. 

35 The enzyme can be isolated and purified using the methods hereafter 

described. Once isolated, the protein sequence of the enzyme can be obtained using 
standard techniques. In identifying said sequence, a number of protein fragments 
have been identified, each of which comprises part of the whole sequence of the 
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enzyme. These sequences are themselves novel and form a further aspect of the 
invention. 

This invention also provides isolated nucleic acid molecules encoding the 
enzyme, including mRNAs, DNAs, cDNAs as well as antisense analogs thereof and 
5 biologically active and diagnostically or therapeutically useful fragments thereof. 

In particular, the invention provides an isolated nucleic acid molecule 
consisting of bases 1 to 1361 or 38 to 1361 or comprising the sequence corresponding 
to bases 848 to 1361 of SEQ ID NO: 9. 

This invention also provides recombinant vectors, such as cloning and 
10 expression plasmids useful as reagents in the recombinant production of the enzyme, 
as well as recombinant prokaryotic and/or eukaiyotic host cells comprising the novel 
nucleic acid sequence. 

This invention also provides nucleic acid probes comprising nucleic acid 
molecules of sufficient length to specifically hybridize to the novel nucleic acid 
15 sequences. 

This invention also provides an antisense oligonucleotide having a sequence 
capable of binding with mRNAs encoding the enzyme so as to prevent the translation 
of said mRNA. 

This invention also provides transgenic non-human animals comprising a 
20 nucleic acid molecule encoding the enzyme. Also provided are methods for use of 
said transgenic animals as models for mutation and S AR (structure/activity 
relationship) evaluation as well as in drug screens. 

This invention further provides a method of screening compounds to identify 
those compounds which inhibit the enzyme comprising contacting isolated enzyme 
25 with a test compound and measuring the rate of turnover of an enzyme substrate as 
compared with the rate of turnover in the absence of test compound. 

"Recombinant" polypeptides refer to polypeptides produced by recombinant 
DNA techniques; i.e., produced from cells transformed by an exogenous DNA 
construct encoding the desired polypeptide. "Synthetic" polypeptides are those 
30 prepared by chemical synthesis. 

A "replicon" is any genetic element (e.g., plasmid, chromosome, virus) that 
functions as an autonomous unit of DNA replication in vivo: i.e., capable of 
replication under its own control. 

A "vector" is a replicon, such as a plasmid, phage, or cosmid, to which 
35 another DNA segment may be attached so as to bring about the replication of the 
attached segment 

A "double-stranded DNA molecule" refers to the polymeric foim of 
deoxyribonucieotides (bases adenine, guanine, thymine, or cytosine) in a double- 
stranded helix, both relaxed and supercoiled. This term refers only to the primary and 
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secondary structure of the molecule, and does not limit it to any particular tertiary 
forms. Thus, this term includes double-stranded DNA found, inter alia , in linear 
DNA molecules (e.g M restriction fragments), viruses, plasmids, and chromosomes. In 
discussing the structure of particular double-stranded DNA molecules, sequences may 
5 be described herein according to the normal convention of giving only the sequence 
in the 5* to 3* direction along the sense strand of DNA. 

A DNA "coding sequence or or a "nucleotide sequence encoding" a 
particular protein, is a DNA sequence which is transcribed and translated into a 
polypeptide when placed under the control of appropriate regulatoiy sequences. 

10 A "promoter sequence" is a DNA regulatory region capable of binding RNA 

polymerase in a cell and initiating transcription of a downstream (3' direction) coding 
sequence. Within the promoter sequence will be found a transcription initiation site 
(conveniently defined by mapping with nuclease SI), as well as protein binding 
domains (consensus sequences) responsible for the binding of RNA polymerase. 

15 Eukaryotic promoters will often, but not always, contain 'TATA" boxes and "CAT 
boxes. 

DNA "control sequences" refers collectively to promoter seq-z-.-accs, 
ribosome binding sites, polyadenylation signals, transcription termination sequences, 
upstream regulatory domains, enhancers, and the like, which collectively provide for 
20 the expression (i.e., the transcription and translation) of a coding sequence in a host 
cell. 

A control sequence "directs the expression" of a coding sequence in a cell 
when RNA polymerase will bind the promoter sequence and transcribe the coding 
sequence into mRNA, which is then translated into the polypeptide encoded by the 
25 coding sequence. 

A "host cell" is a cell which has been transformed or transfected, or is 
capable of transformation or transfection by an exogenous DNA sequence. 

A cell has been "transformed" by exogenous DNA when such exogenous 
DNA has been introduced inside the cell membrane. Exogenous DNA may or may 

30 not be integrated (covalently linked) into chromosomal DNA making up the genome 
of the cell. In prokaryotes and yeasts, for example, the exogenous DNA may be 
maintained on an episomal element, such as a plasmicL With respect to eukaryotic 
cells, a stably transformed or transfected cell is one in which the exogenous DNA has 
become integrated into the chromosome so that it is inherited by daughter cells 

35 through chromosome replication. This stability is demonstrated by the ability of the 
eukaryotic cell to establish cell lines or clones comprised of a population of daughter 
cell containing the exogenous DNA. 
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A "clone" is a population of cells derived from a single cell or common 
ancestor by mitosis. A "cell line" is a clone of a primary cell that is capable of stable 
growth in vitro for many generations. 

Two DNA or polypeptide sequences are "substantially homologous" or 
5 "substantially the same" when at least about 85% (preferably at least about 90%, and 
most preferably at least about 95%) of the nucleotides or amino acids match over a 
defined length of the molecule and includes allelic variations. As used herein, 
substantially homologous also refers to sequences showing identity to the specified 
DNA or polypeptide sequence. DNA sequences that are substantially homologous 
10 can be identified in a Southern hybridization experiment under, for example, stringent 
conditions, as defined for that particular system. Defining appropriate hybridization 
conditions is within the skill of the art. "Current Protocols in Mol. Biol." 

Vol. I & II, Wiley Interscience. Ausbel £ial- (ed.) (1992). Protein sequences that are 
substantially the same can be identified by proteolytic digestion, gel electrophoresis 
15 and microsequencing. 

The term "functionally equivalent" intends that the amino acid sequence of 
the subject protein is one that will exhibit enzymatic activity of the same kind as that 
of Lp-PLA2- 

A "heterologous" region of a DNA construct is an identifiable segment of 

20 DNA within or attached to another DNA molecule that is not found in association 
with the other molecule in nature. 

This invention provides an isolated nucleic acid molecule encoding the 
enzyme Lp-PLA2- O ne means for isolating the coding nucleic acid is to probe a 
human genomic or cDNA library with a natural or artificially designed probe using 

25 art recognized procedures (See for example: "Current Protocols in Molecular 
Biology", Ausubel, F.M, et al. (eds.) Greene Publishing Assoc. and John Wiley 
Interscience, NewYork, 1989,1992); for example using the protein fragment 
information disclosed herein. The enzyme of this invention may be made by 
recombinant genetic engineering techniques. The isolated nucleic acids particularly 

30 the DNAs can be introduced into expression vectors by operatively linking the DNA 
to the necessary expression control regions (e.g. regulatory regions) required for gene 
expression. The vectors can be introduced into the appropriate host cells such as 
prokaryotic (e.g., bacterial), oreukaryotic (e.g. yeast, insect or mammalian) cells by 
methods well known in the an (Ausubel et aL .supral The coding sequences for the 

35 desired proteins having been prepared or isolated, can be cloned into a suitable vector 
or replicon. Numerous cloning vectors are known to those of skill in the art, and the 
selection of an appropriate cloning vector is a matter of choice. Examples of 
recombinant DNA vectors for cloning and host cells which they can transform 
include the bacteriophage X (E. cqH), pBR322 (E. coH), pACYC177 (E. coin . 
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pKT230 (gram-negative bacteria), pGVl 106 (gram-negative bacteria), pLAFRl 
(gram-negative bacteria), pME290 (non-£. cqH gram-negative bacteria), pHV14 (E. 

and Bacillus subtilis e pBD9 (Bacillus), pU61 (SJlSElQmXS£S)» pUC6 
(Streptomvces^ YIp5 (Saccharomvces) . a baculovirus insect cell system, , YCpl9 
5 fSaccharomvcesV See, generally. "DNA Cloning": Vols. I & II, Glover staled. 
IRL Press Oxford (1985) (1987) and; T. Maniatis £l & ("Molecular Cloning" Cold 
Spring Harbor Laboratory (1982), 

The gene can be placed under the control of a promoter, ribosome binding 
site (for bacterial expression) and, optionally, an operator (collectively referred to 
10 herein as "control" elements), so that the DNA sequence encoding the desired protein 
is transcribed into RNA in the host cell transformed by a vector containing this 
expression construction. The coding sequence may or may not contain a signal 
peptide or leader sequence. The protein sequences of the present invention can be 
expressed using, for example, the E. soli tac promoter or the protein A gene (spa) 
IS promoter and signal sequence. Leader sequences can be removed by the bacterial 
host in post-translational processing. See, e. g.. U.S. Patent Nos. 4,431,739; 
4,425,437; 4,338,397. 

In addition to control sequences, it may be desirable to add regulatory 
sequences which allow for regulation of the expression of the protein sequences 
20 relative to the growth of the host cell. Regulatory sequences are known to those of 
skill in the art, and examples include those which cause the expression of a gene to be 
turned on or off in response to a chemical or physical stimulus, including the presence 
of a regulatory compound. Other types of regulatory elements may also be present in 
the vector, for example, enhancer sequences. 
25 An expression vector is constructed so that the particular coding sequence is 

located in the vector with the appropriate regulatory sequences, the positioning and 
orientation of the coding sequence with respect to the control sequences being such 
that the coding sequence is transcribed under the "control" of the control sequences 
(i.e., RNA polymerase which binds to the DNA molecule at the control sequences 
30 transcribes the coding sequence). Modification of the coding sequences may be 
desirable to achieve this end. For example, in some cases it may be necessary to 
modify the sequence so that it may be attached to the control sequences with the 
appropriate orientation; i.e., to maintain the reading frame. The control sequences 
and other regulatory sequences may be ligated to the coding sequence prior to 
35 insertion into a vector, such as the cloning vectors described above. Alternatively, the 
coding sequence can be cloned directly into an expression vector which already 
contains the control sequences and an appropriate restriction site. Modification of the 
coding sequences may also be performed to alter codon usage to suit the chosen host 
cell, for enhanced expression. 
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In some cases, it may be desirable to add sequences which cause the 
secretion of the polypeptide from the host organism, with subsequent cleavage of die 
secretory signal. It may also be desirable to produce mutants or analogs of the 
enzyme of interest Mutants or analogs may be prepared by the deletion of a portion 

5 of the sequence encoding the protein, by insertion of a sequence, and/or by 
substitution of one or more nucleotides within the sequence. Techniques for 
modifying nucleotide sequences, such as site-directed mutagenesis, are well known to 
those skilled in the art See, e. g., T. Maniatis et al., supra; DNA Cloning . Vols. I and 
II, supra; Nucleic Acid Hybridization, supra. 

10 A number of prokaryotic expression vectors are known in the art See, e.g.. 

U.S. Patent Nos. 4,578,355; 4,440,859; 4,436,815; 4,431,740; 4,431,739; 4,428,941; 
4,425,437; 4,418,149; 4,411,994; 4,366,246; 4,342,832; S££alSQU.K. Patent 
Applications GB 2,121,054; GB 2,008,123; GB 2,007,675; and European Patent 
Application 103,395. Yeast expression vectors are also known in the art See, e. g.. 

15 U.S. Patent Nos. 4,446,235; 4,443,539; 4,430,428; SS& 2iS2 European Patent 
Applications 103,409; 100,561; 96,491. pSV2neo (as described in J. Mol. App l 
Genet 1:327-341) which uses the SV40 late promoter to drive expression in 
mammalian cells or pCDNAlneo, a vector derived from pCDNAl fMol. Cell Biol. 
7:4125-29) which uses the CMV promoter to drive expression. Both these latter two 

20 vectors can be employed for transient or stable(using G41 8 resistance) expression in 
mammalian cells. Insect cell expression systems, e.g., Drosophila, are also useful, see 
for example, PCT applications US 89/05155 and US 91/06838 as well as EP 
application 88/304093.3. 

Depending on the expression system and host selected, the enzyme of the 

25 present invention may be produced by growing host cells transformed by an 

expression vector described above under conditions whereby the protein of interest is 
expressed. The protein is then isolated from the host cells and purified. If the 
expression system secretes the protein into growth media, the protein can be purified 
directly from the media. If the protein is not secreted, it is isolated from cell lysates 

30 or recovered from the cell membrane fraction. Where the protein is localized to the 
cell surface, whole cells or isolated membranes can be used as an assayable source of 
the desired gene product Protein expressed bacterial hosts such as E. coli may 
require isolation from inclusion bodies and refolding. The selection of the 
appropriate growth conditions and recovery methods are within the skill of the an. 

35 The identification of this novel target for the treatment of atherosclerosis, 

also leads to a novel diagnostic method to diagnose a patient's susceptibility to 
developing atherosclerotic disease. 

The present invention therefore provides in a still further aspect a diagnostic 
method comprising isolating a sample of blood from the patient, and assaying said 



WO 95/00649 



PCT/GB94/01374 



sample for Lp-PLA2 activity. Patients that are susceptible to atherosclerotic disease 
are expected to have elevated levels of the Lp-PLA2 enzyme, and hence the levels of 
Lp-PLA2 provides an indication of the patients susceptibility to atherosclerotic 
disease. Moreover, Lp-PL A2 is found located predominantly on dense subftaction(s) 
5 of LDL which are known to be very atherogenic. Plasma Lp-PLA2 levels could 
therefore provide a ready measure of these very atherogenic small dense LDL 
particles. 

It is expected that the presence of the enzyme in the blood sample of the 
patient can be assayed by analysis of enzyme activity (i.e. by an assay set up against 
10 the purified enzyme as standard); or alternatively by assaying protein content of the 
sample by using polyclonal or monoclonal antibodies prepared against the purified 
enzyme. Monoclonal (and polyclonal) antibodies raised against the purified enzyme 
or fragments thereof are themselves novel and form a further aspect of the invention. 
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DATA AND EXAMPLES 

1. Screen for Lp-PLA 2 inhibition. 

Enzyme activity was determined by measuring the rate of turnover of the 
artificial substrate (A) at 37 °C in 50mM HEPES (N-2-hydroxyethylpiperazine-N , -2- 
ethanesulphonic acid) buffer containing 150mM NaCl, pH 7.4. 



10 



15 



NO- 



I — 0 (CH 2 ) 9 CH 3 
O 
II 

1 OPO(CH 2 ) 2 NMe 3 



(A) 

Assays were performed in 96 well titrc plates. 

Lp-PLA2 was pre-incubated at 37 °C with vehicle or test compound for 10 
min in a total volume of 180 jit The reaction was then initiated by the addition of 20 
111 lOx substrate (A) to give a final substrate concentration of 20 jiM. The reaction 
was followed at 405 nm for 20 minutes using a plate reader with automatic mixing. 
The rate of reaction was measured as the rate of change of absorbance. 



RESULTS: 



Compound No 


XR 1 


R 


Z 


IC 50 (aM) 


1 


0(CH2)i 5 CH 3 


CH 3 CONH 


N+(CH 3 ) 3 


0.8 


2 


0(CH 2 ) 17 CH 3 


CH 3 CONH 


N+(CH 3 ) 3 


3.5 


3 


0(CH 2 )i 7 CH 3 


CH 3 CONH 


S+(CH 3 ) 2 


1.0 


4 


0(CH 2 )i 7 CH 3 

i 


CH 3 CONH 


SCH 3 


0.08 
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Compound No 


XRl 


R 


Z 


IC 50 0iM) 


5 


0(CH 2 )i 7 CH 3 


CH 3 CONH 


OH 


0.45 


6 


0(CH 2 )i 7 CH 3 


CH 3 CONH 


OAc 


0.2 


7 


0(CH 2 )i 7 CH 3 


CH 3 CONH 


\=J 


0.5 


8 


0(CH 2 )i 7 CH 3 


CH 3 CONH 




0.55 


9 


0(CH 2 ) 17 CH 3 


CF 3 CONH 


N+(CH 3 ) 3 


23 



2. Copper Stimulated LDL Oxidation: 

Copper stimulated oxidation of LDL is routinely measured by following the 
5 increase in conjugated diene formation by monitoring the change in absorption at 234 
nm. This assay can be used to study inhibitors of oxidative modification of LDL. 
Figure 1 demonstrates that Lp-PLA2 inhibitors are effective inhibitors of LDL 
oxidation through a prolongation of the lag phase, using compound 4 as an example. 

10 3. Inhibition of Cu 2+ stimulated lyso-phosphatidylcholine (lyso-PtdCho) 
formation. 

A 1 ml aliquot of human LDL (0.25mg protein/ml) was incubated for 15 min 
at 37 °C with compound or vehicle. 5 Cu 2+ was then added to allow 
oxidation/lyso-PtdCho formation to occur. The incubation was terminated by the 
15 addition of 3.75 ml chloroform/methanol/c HC1 (200:400:5,v/v/v). Following the 
addition of L25 ml chloroform and 1.25 ml 0.1M HC1, the mixture was vortexed and 
centrifuged. The lower phase was carefully removed and the upper phase re-extracted 
with an equal volume of synthetic lower phase. The extracts were pooled and dried 
under nitrogen. 

20 Phospholipids were reconstituted into 50 \il chloroform/methanol (2:1 v/v). 

10 jil aliquots were spotted on to pie-run silica gel HPTLC plates and then developed 
in chloroform/rr cthanol 25-30% methylamine (60:20:5 v/v/v). Plates were 
subsequently sprayed with the flourescent indicator, 2-p-toluidinylnaphthalene-6- 
sulphonic acid (1 mM in 50 mM Tris/HCl, pH 7.4) to identify phospholipid 

25 components. Fluorescence was measured at 222nm using a CAMAG TLC scanner. 
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Lipoprotein lyso-PtdCho content was quantified using a standard curve (0.05-0.5|ig) 
prepared in parallel. 

Compound 4 dose dependently inhibits LDL lyso-PtdCho accumulation 
stimulated by copper ions with an IC 50 value of -30 pM 

5 

4. Purification of lipoprotein associated Lp-PLA2 

Low density lipoprotein (LDL) was obtained by plasma apheresis. The LDL 
was dialysed against 0.5 M NaCl, 50 mM MES (4-morpholine ethane sulphonic acid), 
pH = 6.0 overnight at 4°C Solid CHAPS (3-[(-3-cholamidopropyl)dimethylamino]- 

10 1 -propane sulphonate) was added to 10 mM and the LDL stirred for 30 minutes to 
effect solubilisation. The solubilised LDL was pumped onto a pre-equilibrated Blue 
Sepharose 6FF (Pharmacia) column (2.6 x 20 cm). The column was then washed 
with 50 mM MES, 10 mM CHAPS, 0.5 M NaCl, pH = 6.0 followed by 50 mM Tris, 
10 mM CHAPS, 0.5 M NaCl, pH = 8.0 until the absorbance (280 nm) of the eluate 

15 reached zero. Lp-PLA2 was eluted using 50 mM Tris, 10 mM CHAPS, L5 M NaCl, 
pH = 8.0. The Lp-PLA2 fraction was then concentrated and dialysed overnight 
against 50 mM Tris, 10 mM CHAPS, pH = 8.0. 

Hie dialysed Lp-PLA2 was submitted to anion exchange chromatography on 
a mono Q column (Pharmacia) using 50 mM Tris, 10 mM CHAPS, pH = 8.0 with a 

20 NaCl gradient from zero to 0.3 M. The Lp-PLA2 fractions obtained from the mono 
Q column were applied direcdy to a Hi Trap Blue cartridge (Pharmacia). The 
cartridge was washed with 50 mM Tris, 10 mM CHAPS, 0.5 M NaCl, pH = 8.0 until 
the absorbance of the eluate (280 nm) was zero. Lp-PLA2 was then eluted using 50 
mM Tris, 10 mM CHAPS, 1.5 M NaCl, pH = 8.0. This gave Lp-PLA2 which is 

25 greater than 95% pure as shown in Figure 2. This also demonstrates that the native 
enzyme is extensively glycosylated. 

5. Enzyme Sequence 

The purity of the final enzyme preparation was verified by five criteria 1) 
30 SDS-polyacrylamide gel electrophoresis gave one band for both native and de- 
glycosylated forms. 2) Reverse phase high pressure liquid chromatography (RP- 
HPLC) gave a single peak, 3) The intact preparation gave no results by protein 
sequencing, implying that the protein was N-terminally blocked and free of any 
contaminants with open N-terminals, 4) By laser desorbtion mass spectometry only 
35 one broad peak was observed with de-glycosylated protein, and 5) none of the 
sections of extended peptide data from sequencing gave any databse matches 
indicative of contaminating proteins. Three cleavage strategies were used to obtain 
internal sequence information; trypsin (after de-glycosylation), cyanogen bromide 
(methionine cleavage) and BNPS-Skatol (tryptophan cleavage). The resulting 
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peptides were separated by RP-HPLC, collected and sequenced. The accumulated 
sequence data allowed several extended stretches of primary structure of the Lp- 
PLA2 enzyme to be verified. These are shown below as Peptides 1, 2, 3 and 4 (SEQ 
ID Nos 1 to 4). When searched against the National Centre for Biotechnological 
5 information (NCBI) non-redundant peptide sequence databases no high similarity 
matches were obtained. Estimation of the molecular weight of pure, de-glycosylated 
protein by laser desorption mass spectometry gives values in the region of 45-47kDa 
(separately 45kDa and 46-47kDa), indicating that the sequences constitute 
approximately 15 to 20% of the protein. 

10 

6. Gene Sequence 

Three expressed sequence tags (ESTs) from human cDNA libraries have 
been found to have extensive alignments with the Peptide Sequences 1 to 3. These 
ESTs are shown below as Nucleotide Sequences 1 to 3 (SEQ ID Nos: 5 to 7) 

15 Nucleotide Sequence 1 is a 420 base sequence derived from a human foetal spleen 
library. Nucleotide Sequence 2 is a 379 base sequence derived from a 12-week 
human embryo library. Nucleotide Sequence 3 is a 279 base sequence derived from a 
T-cell lymphoma library. The identities at both the nucleic acid and amino acid level 
justified an overlapping alignment of the cDNA of all three ESTs, Nucleotide 

20 Sequences 3 (bases 1-278), 1 (bases 1-389) (in reverse orientation) and 2 (bases 1- 
304) with the Peptide Sequences 1, 2 and 3 (partially). Beyond these limits, the poor 
resolution of the raw sequence data precludes accurate base calling. 

There are two remaining unassigned peptide sections from Peptides 3 and 4, 
both of which are expected to be present in the complete protein, -Q-Y-I-N-P-A-V-, 

25 andW-L-M-G-N-I-L-R-L-L-F-G-S-M-T-T-P-A-N-. 

7. Isolation of full-length Lp-PLA2 cDNA 

The f ull DNA sequence was determined for the clone (HLTA 145) from 
which the Lymphoma EST (SEQ ID No:7) was derived, giving a total of 572 bases; 

30 SEQ ID No:8. There is one base difference between this sequence and the EST 
(between bases I to 256 of the EST); at position 27 of HLTA145 there is an A 
compared with a T in the EST. This would cause a coding change; L in HLTA 145 
compared with F in the EST. Clone HLTA 145 was used as a radiolabelled probe to 
screen the Lymphoma cDNA library in order to isolate the full-length Lp-PLA2 

35 clone. The library was prepared in the bacteriophage \ vector, Unizap XR 
(Stratagene). 
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10 



15 



20 



25 



30 



Preparation of the filters for screening 

The library was plated out at a density of 20,000 plaques per 150mm petri 
dish onto Exoli XH Blue host cells (ie. 200,000 plaques on 10 dishes). An 
overnight of XL-1 Blue was prepared in lOOmls LB/0.2%w/v Maltose/lOmM 
MgS04. The cells were pelleted, resuspended in 50mls lOmM MgS04 and stored on 
ice. 1 80^1 of the library bacteriophage stock (23,400 pfu's) were added to 7mls XL-1 
Blue cells, mixed and divided into 10 aliqouts of 615uX The 10 tubes were incubated 
at 37°C for 30 minutes. 7mls of molten (@45°C) top agarose (0.7%w/v agarose in 
LB) were added, mixed well and poured onto 150mm LB agar plates (1.5%w/v agar 
in LB). The plates were inverted and incubated at 37°C for approximately 7.5 hours. 
The plates were held at 4°C until needed. 

The plaques were transfered to 132mm Hybond-N nylon filters (Amersham 
International) by laying the filters on the plates for 2 minutes (4 minutes for the 
duplicate). The DNA's on the filters were denatured for 2 minutes (0.5M NaCl,1.5M 
NaOH), neutralised for 4 minutes (1.5M NaCl,1.0M Tris pH7.4) and the filters placed 
on 2 x SSC for 1 minute. The filters were then dried and the DNA cross-linked to the 
filter using a Stratalinker UV 2400 (Stratagene) at 120,000 uJoules/cm 2 . 

The filters were pre-hybridised in ImM EDTA, 0.5M NaHPOi, 7%SDS 
(Church,GM. and Gilbert,W. (1984) PNAS USA 81 pl991-1995) in aTechne HB2 
hybridisation oven at 55°C for 3 hours. Each bottle contained 2 filters and 25mls 
prehybridization solution. 

Preparation of the radiolabelled probe 

The probe cDNA (from HLTA 145) was excised from pBluescript H SK+/- 
as an approximately 600bp EcoRI-XhoI fragment and approximately lOOng of gel 
purified fragment were labelled using 1.2MBq 32p dATP and 1.2MBq 32p dCTP by 
PCR labelling using Taq DNA polymerase (Boehringer Mannheim) and primers 
designed to prime at the 5' and 3' ends of the EST sequence. The labelling reaction 
was carried out in a total volume of 200uJ and included unlabelled dNTP's at the 
following concentrations:- 



dATP 



20uM 
20uM 
200uM 
200uM 



dCTP 
dGTP 



dTTP 



The PCR reaction was carried out over 35 cycles of> 



94°C for 30s 
60°C for 30s 
72°C for 30s 
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Screening 

The radiolabeled probe was denatured at 98<>C for 5 minutes and divided 
into 10 aliquots of 20^1. One aliquot was added per hybridisation bottle. 
Hybridisation was carried out over 16 hours at 55»C The filters were washed at 
60°C (2 x lOminutes) with 0.1%w/y SDS, O.lxSSC <50mls per wash per bottle). The 
filters were autoradiographed and the films (Fuji Medical X-Ray Film) developed 
after 5 days exposure. 

Duplicate positives were progressed to a secondary screen. The plaques 
were cored out into 1ml SM (lOOmM NaCl, lOmM MgS0 4 , 1M Tris, pH7.4), titrated 
and plated onto 90mm petri dishes at between 20 and 200 pfu's per dish. The 
secondary screen was carried out as described for the primary screen except the filters 
were washed at 65°C. The autoradiographs were developed after 16 hours exposure. 



10 



IS DNA sequencing 

The duplicated positive clones from the secondary screen were excised from 
the X Unizap XR bacteriophage vector into the Bluescript phagemid (according to the 
Stratagene manual) for characterisation. One of the clones, carrying an insert of 
approximately 1.5kb, was sequenced on both strands (using the USB Sequenase 2.0 
20 DNA sequencing kit) by primer walking (SEQ ID No:9). The cDNA has an open 
reading frame with the potential to code for a polypeptide of 441 amino acids. 

The 3' region of the full-length cDNA aligns with the HLTA145 sequence 
with the exception of 3 mismatches (see below). The predicted polypeptide sequence 
of the lymphoma Lp-PLA2 " shown as SEQ ID No:9. 
25 Inspection of the full length cDNA (SEQ ID No: 9) reveals probable errors 

in Peptide 3. One of these errors is in the assignment of continuity between V-M 
which is incompatible with the perfect sequence match with the cDNA after this 
position. It seems likely that a short peptide, containing the sequence -Q-Y-I-N-P-, 
co-purified with the longer cyanogen bromide partial cleavage peptide and, by being 
K> present in greater quantity, was assigned as the major sequence and contiguous with 
the subsequent amino acids. The remaining section of Peptide 3 and the whole of 
Peptide 4 can be identified in the predicted full length enzyme sequence (SEQ ID 
No:9). It thus seems likely that Peptide 3 is in fact two separate Peptides 5 (SEQ ID 
No:10) and 6 (SEQ ID No:ll). The second probable error has occurred in the 
transcription from the raw data for Peptide 3 which on checking was consistent with 
Peptide 5 having the sequence -Q-Y-I-N-P-V-A, rather than Q-Y-I-N-P-A-V-. 
The 3 base differences are as follows:- 



35 
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1) T at 859 is A in HLTA145; aminoacid change F in full-length, L in 
HLTA145. (Note that the original EST is identical with the full-length 
cDNA at position 859). 

2) C at 1 173 is T in HLTA145; aminoacid change A in full-length, V in 
5 HLTA145. 

3) T at 1203 is C in HLTA145; aminoacid change L in full-length, S in 
HLTA145. 

The peptide data and the Foetal Spleen EST sequence (SEQ ID No:5) 
support the full-length cDNA sequence for differences (2) and (3) although the 

10 Human Embryo EST (SEQ ID No:6) is identical to the Lymphoma EST (SEQ ID 
No:7) at position 1 173. The Human Embryo EST (SEQ ID No:6) has a further 
difference (4) corresponding to position 1245 in the full-length Lymphoma sequence 
(SEQ ID No:9)(comparison between bases 2 to 304 of the Human Embryo EST and 
the full-length Lymphoma cDNA). 

15 4) A at 1245 is T in the Embryo EST (SEQ ID No:6)(amino acid change D to V 
in the Embryo EST). Peptide data covering this region supports the 
Lymphoma DNA sequence (SEQ ID No:9). 
The Lp-PLA2 DNA sequence from 848 to 1361 of SEQ ID No:9 (amino acid 
residues 271 to 441 of SEQ ID No:9) is the region for which all major data sets agree 

20 substantially, ie. the peptide data, the Foetal spleen, full-length Lymphoma and it 
includes the known active site and is therefore believed to be a significant 
characterising region for the Lp-PLA2 enzyme. 

The predicted MW for the full reading frame is 50090. This in in exess of 
that determined for the de-glycosylated, purified protein but post-translational events 

25 could account for this discrepancy. The most likely of these are the removal of an N- 
terminal signal peptide and/or limited proteolytic degradation of the protein C- 
terminal. The latter could occur in-vivo, during purification, or under the conditions 
of de-glycosylation. 

30 DIAGNOSTIC METHOD 

A sample of blood is taken from a patient, the plasma/serum sample prepared 
and passed through a dextran sulphate column pre-equilibrated with 0.9% (w\v) NaCl 
solution. Following washes with the same salt solution Lp-PLA2 is eluted with a 
4.1% (w\v) NaCl solution. Heparin agarose columns can also be used with the wash 
35 and elution solutions containing 0.7% and 2.9% NaCl, respectively. Enzyme present 
in the sample is determined by assaying for either 
(a) enzyme activity: 

The substrate (A) (see structure in 1) is used to assay Lp-PLA2 activity by 
monitoring the absorbance change at 400 nm. Purified enzyme is pre-incubated at 
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37°C and substrate (50 jiM) is added after 5 minutes. The absorbance change at 400 
nm is monitored for 20 minutes. This substrate has previously been reported as a 
substrate for classical calcium-dependent PLA2S. (Washburn, W.N. and Dennis, 
E.A., J.Amer Chem.Soc M 1990, 112, 2040-2041); or 
5 (b) protein content 

Total protein content (i.e. enzyme content) can be determined using 
polyclonal antiserum raised against purified human Lp-PLA2- The antisera 
recognises both native and glycosylated enzyme as measured by immunoprecipitation 
of activity and Western Blot analysis, 

10 Polyclonal antiserum was prepared as follows. Immunisation of rabbits 

involved mixing 0.5 ml of purified human Lp-PLA2 (=100jig) with an equal volume 
of Freund's complete adjuvant The final emulsion was given subcutaneously in 4 X 
0.25 ml injections. Boosting using a Freund's incomplete adjuvant\antigen mixture (4 
X 0.25 ml subcut; dosage = 50 y.g) took place 4 weeks later. Adequate titre was 

15 evident at between 6-8 weeks from initial injection. 

IN THE FIGURES: 

Fig. 1 is a graph of absorbance at 234 nm against time (min) in a study of 
inhibition of copper (5^M)- stimulated LDL (150|Xg/ml) oxidation by compound 4 vs 
20 control vehicle. 

Fig. 2 is an analysis the purified Lp-PLA2 material of Example 4 following 
separation by polyacrylamide gel electrophoresis. Lanes 2, 4 and 6 contain adjacent 
fractions of purified native Lp-PLA2- Lanes 1, 3 and 5 are fractions 2, 4 and 6 
respectively after N-deglycosylation. 

25 

Sequence Data: 



SEQ. ID. No: 1 -Peptide 1 

-M-L-K-L«K<}<I>I.D«S-N-A-A-I-D.1^S-N-K-A-S-L- A-F-l^Q.K-.H-L-G-L H-K-D-F-D-Q- 

30 

SEQ. ID. No: 2 - Peptide 2 

-W-M-F-P-L^-D-E-V-Y-S-R4^^^ 



SEQ. ID. No: 3- Peptide 3 

35 <F^-N.P.A-V-M-I^^ 

SEQ. ID. No: 4 - Peptide 4 

-W-L-M-G-N-I-L-R-L-L-F-G-S-M-T-T-P-A-N 
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SEQ. ID. No: 5 - Nucleotide Sequence 1 





i 
X 




XXI X/v\Xk*V*X 


AAx X bxATx X 




v?AAo AVj X X Cx 




D X 


v? X nnun 1 x 


UlOl i \jr\ X X o 


Vji lbivjl x AA 


TPTTPPTPPP 


1 bunA X AAun 




mi 


t tp tp a TP 21 T 


PTPPTTP aiT 


UAAlaLAoTLU 


L AL- 1 bA xL- AA 


AAxUI X xATC? 


J 


151 


AAGTCCTAAA 


TGCTTTTGTA 


AGAATGCTAA 


TGAAGCTTTG 


TTGCTAAGAT 




201 


CAATAGCTGC 


ATTTGAATCT 


ATGTCTCCCT 


TTAATTTGAG 


CATGTGTCCA 




251 


ATTATTTTGC 


CAGTNGCAAA 


AGTGAAGTCA 


GCAAAATTCT 


GGTGGACTGA 




301 


ACCCCTGATT 


GTAATCATCT 


TTCTTTCTTT 


ATCAGGTGAG 


TAGCATTTTT 




351 


TCATTTTTAT 


GATATTAGCA 


GGATATTGGA AATATTCAGN 


GTTGNTAAAA 


10 


401 


AGNGGNGGCT 


GAGGGATTCT 









SEQ. ID. No: 6 - Nucleotide Sequence 2 





1 


TGCTAATATC 


ATAAAAATGA 


AAAAATGCTA CTCACCTGAT 


AAAGAAAGAA 




51 


AGATGATTAC 


AATCAGGGGT 


TCAGTCCACC AGANTTTTGC 


TQACTTCACT 


15 


101 


TTTGCAACTG 


GCAAAATAAT 


TGGACACATG CTCAAATTAA 


AGGGAGACAT 




151 


AGATTCAAAT 


GTAGCTATTG 


ATCTTAGCAA CAAAGCTTCA 


TTAGCATTCT 




201 


TACAAAAGCA 


TTTAGGACTT 


CATAAAGATT TTGTTCAGTG 


GGACTGCTTG 




251 


ATTGAAGGAG 


ATGATGAGAA 


TCTTATTCCA GGGACCAACA 


TTAACACAAC 




301 


CAATTCAACA CATCATGTTT 


ACAGAACTTC TTCCAGGGAA 


TAGGAGGAAA 


20 


351 


TACAATTGGG 


GTTTAAAATA 


GGTTTTTTT 





SEQ. ID. No: 7 * Nucleotide Sequence 3 

1 GAAGAATGCA TTAGATTTAA AGTTTGATAT GGAACAACTG AAGGACTCTA 

51 TTGATAGGGA AAAAATAGCA GTAATTGGAC ATTCTTTTGG TGGAGCAACG 

25 101 GTTATTCAGA CTCTTAGTGA AGATCAGAGA TTCAGATGTG GTATTGCCCT 

151 GGATGCATGG ATGTTTCCAC TGGGTGATGA AGTATATTCC AGAATTCCTC 

201 AGCCCCTCTT TTTTATCAAC TCTGAATATT TCCAATATCC TGCTAATATC 

251 ATAAAANTGG AAAAATGCTA CTCACCTGG 

30 Seq.ID.No:8 - DNA sequence of HLTA145 

10 20 30 40 50 

AAAATAGCAG TAATTGGACA TTCTTTAGGT GGAGCAACGG TTATTCAGAC 

60 70 80 90 100 

35 TCTTAGTGAA GATCAGAGAT TCAGATGTGG TATTGCCCTG GATGCATGGA 

110 120 130 140 150 

TGTTTCCACT GGGTGATGAA GTATATTCCA GAATTCCTCA GCCCCTCTTT 

40 160 170 180 190 200 

TTTATCAACT CTGAATATTT CCAATATCCT GCTAATATCA TAAAAATGAA 
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210 220 230 240 250 

AAAATGCTAC TCACCTGATA AAGAAAGAAA GATGATTACA ATCAGGGGTT 

260 270 280 290 300 

CAGTCCACCA GAATTTTGCT GACTTCACTT TTGCAACTGG CAAAATAATT 

310 320 330 340 350 

GGACACATGC TCAAATTAAA GGGAGACATA GATTCAAATG TAGCTATTGA 

360 370 380 390 400 

TCTTAGCAAC AAAGCTTCAT CAGCATTCTT ACAAAAGCAT TTAGGACTTC 

410 420 430 440 450 

ATAAAGATTT TGATCAGTGG GACTGCTTGA TTGAAGGAGA TGATGAGAAT 

460 470 480 490 500 

CTTATTCCAG GGACCAACAT TAACACAACC AATCAACACA TCATGTTACA 

510 520 530 540 550 

GAACTCTTCA GGAATAGAGA AATACAATTA GGATTAAAAT AGGTTTTTTA 

560 570 
AAAAAAAAAA AAAAAAAACT CG 



SEQ. ID. No:9 - cDNA Sequence of Lymphoma Lp-PLA2 

10 20 30 40 50 

TGAGAGACTAAGCTGAAACTGCTGCTCAGCTCCCAAGATGGTGCCACCCA 

M V P P K 

60 70 80 90 100 

AATTGCATGTGCTTTTCTGCCTCTGCGGCTGCCTGGCTGTGGTTTATCCT 
LHVLFCLCGCLAVVYP 

110 120 130 140 150 

TTTGACTGGCAATACATAAATCCTGTTGCCCATATGAAATCATCAGCATG 
FDWQYINPVAHMKSSAW 

160 170 180 190 200 

GGTCAACAAAATACAAGTACTGATGGCTGCTGCAAGCTTTGGCCAAACTA 
VNKIQVLMAAASFGQTK 

210 220 230 240 250 

AAATCCCCCGGGGAAATGGGCCTTATTCCGTTGGTTGTACAGACTTAATG 
IPRGNGPYSVGCTDLM 

260 270 280 290 300 

TTTGATCACACTAATAAGGGCACCTTCTTGCGTTTATATTATCCATCCCA 
FDHTNKGTFLRL YYPSQ 

310 320 330 340 350 

AGATAATGATCGCCTTGACACCCTTTGGATCCCAAATAAAGAATATTTTT 
DNDRLDTLWIPNKEYFW 

360 370 380 390 400 

GGGGTCTTAGCAAATTTCTTGGAACACACTGGCTTATGGGCAACATTTTG 
GLSKFLGTHWLMGNIL 
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410 . 420 430 440 450 

AGGTTACTCTTTGGTTCAATGACAACTCCTGCAAACTGGAATTCCCCTCT 
RLLFGSMTTPANWNSPL 

460 470 480 490 500 

GAGGCCTGGTGAAAAATATCCACTTGTTGTTTTTTCTCATGGTCTTGGGG 
RPGEKYPLVVFSHGLGA 

510 520 530 540 550 

CATTCAGGACACTTTATTCTGCTATTGGCATTGACCTGGCATCTCATGGG 
FRTLYSAIGIDLASHG 

560 570 580 590 600 

TTTATAGTTGCTGCTGTAGAACACAGAGATAGATCTGCATCTGCAACTTA 
F I VAAVEHRDRSASATY 



610 620 630 640 650 

CTATTTCAAGGACCAATCTGCTGCAGAAATAGGGGACAAGTCTTGGCTCT 
YFKDQSAAEIGDKSWLY 

660 670 680 690 700 

ACCTTAGAACCCTGAAACAAGAGGAGGAGACACATATACGAAATGAGCAG 
LRTLKQEEETHIRNEQ 

710 720 730 740 750 

GTACGGCAAAGAGC AAAAGAATGTTCCCAAGC TCTCAGTCTGATTCTTGA 
VRQRA KECSQALSLILD 

760 770 780 790 800 

CATTGATCATGGAAAGCCAGTGAAGAATGCATTAGATTTAAAGTTTGATA 
IDHGKPVKNALDLKFDM 

810 820 830 840 850 

TGGAACAACTGAAGGACTCTATTGATAGGGAAAAAATAGCAGTAATTGGA 
EQLKDSIDREKIAVIG 

860 870 880 890 900 

CATTCTTTTGGTGGAGCAACGGTTATTCAGACTCTTAGTGAAGATCAGAG 
HSFGGATVIQTLSEDQR 

910 920 930 940 950 

ATTCAGATGTGGTATTGCCCTGGATGCATGGATGTTTCCACTGGGTGATG 
FRCGIALDAWMFPLGDE 

960 970 980 990 1000 

AAGTATATTCCAGAATTCCTCAGCCCCTCTTTTTTATCAACTCTGAATAT 
VYSRIPQPLFFINSEY 

1010 1020 1030 1040 1050 

TTCCAATATCCTGCTAATATCATAAAAATGAAAAAATGCTACTCACCTGA 
FQYPANI IKMKKCYSPD 

1060 1070 1080 1090 1100 

TAAAGAAAGAAAGATGATTACAATCAGGGGTTCAGTCCACCAGAATTTTG 
KERKMITIRGSVHQNFA 
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1110 1120 1130 1140 1150 

CTGACTTCACTTTTGCAACTGGCAAAATAATTGGACACATGCTCAAATTA 
DFTFATGKI IGHMLKL 



1160 1170 1180 1190 1200 

AAGGGAGACATAGATTCAAATGCAGCTATTGATCTTAGCAACAAAGCTTC 
KGD ID SNAAI D LSNKAS 



10 



1210 1220 1230 1240 1250 

ATTAGCATTCTTACAAAAGCATTTAGGACTTCATAAAGATTTTGATCAGT 
LAFLQKHLGLHKDFDQW 

15 

1260 1270 1280 1290 1300 

GGGACTGCTTGATTGAAGGAGATGATGAGAATCTTATTCCAGGGAOCAAC 
DCLIEGDDENL IPGTN 

20 1310 1320 1330 1340 1350 

ATTAACACAACCAATCAACACATCATGTTACAGAACTCTTCAGGAATAGA 
INTTNQHIMLQNSSGIE 

1360 

25 GAAATACAATT 
K Y N . 



SEQ. ID. No: 10 -Peptide 5 

30 -Q.Y-I-N-P-V-A- 

SEQ. ID. No: 11 -Peptide 6 

-M-I-T-I-R-G-S-V-H-Q-N-F-A-D-F-T-F-A-T-G- 
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CLAIMS: 

1. The enzyme Lp-PLA2 in purified form 

5 2. The enzyme Lp-PLA2 according to claim 1 characterised by one or more 
partial peptide sequences selected from SEQ ID NOs: 1, 2, 3, 4, 10 and 1 1 and/or by 
having a molecular weight of at least 45kDa. 

3. The enzyme Lp-PLA2 according to claim 1 or 2 having a molecular weight of 
10 45kDa. 

4. The enzyme Lp-PLA2 according to claim 1 or 2 having a molecular weight of 
45-50kDa. 

15 5. The enzyme Lp-PLA 2 according to claim 4 having a molecular weight of 45- 
47kDa 



20 



35 



6. The enzyme Lp-PLA2 according to claim 5 having a molecular weight of 46- 
47kDa 

7. The enzyme Lp-PLA2 according to claim 1 characterised by the partial 
peptide sequence corresponding to residues 271 to 441 of SEQ ID NO:9. 



8. The enzyme Lp-PLA2 according to claim 1 having the sequence given in SEQ 
25 ID NO:9, or an enzyme or fragment thereof having Lp-PLA2 activity and 

substantially homologous to SEQ ID NO:9. 

9. An enzyme fragment selected from SEQ.ID NOs:l, 2, 3, 4, 10 and 1 1. 

30 10. An isolated nucleic acid molecule encoding Lp-PLA 2 or an antisense analogue 
thereof. 



11. An isolated nucleic acid molecule encoding the enzyme or fragment of any 
one of claims 1 to 9 or an antisense analogue thereof. 



12. An isolated nucleic acid molecule according to claim 10 comprising the 
sequence corresponding to: 

bases 1-389 of SEQJD NO:5; 
bases 1-304 of SEQ.ID NO:6; 
40 bases 1-278 of SEQJD NO:7; or 

SEQJD NO:8; 
or an antisense analogue thereof. 

13. An isolated nucleic acid molecule according to claim 10 comprising the 
45 sequence corresponding to bases 848 to 1361 of SEQ ID NO:9 or an antisense 

analogue thereof. 
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14. An isolated nucleic acid molecule according to claim 10 consisting of bases 1 
to 1361 or 38 to 1361 of SEQ.ID NO:9 or a nucleic acid molecule encoding an 
enzyme having Lp-PLA2 activity and substantially homologous to said isolated 

5 molecule, or antisense analogues thereof. 

15. A recombinant vector comprising the nucleic acid molecule of any one of 
claims 10 to 14. 

10 16. A host cell comprising the molecule of any one of claims 10 to 14. 

17. The use of an inhibitor of the enzyme Lp-PLA2 in therapy. 

18. The use of an inhibitor of Lp-PLA2 in the treatment of atherosclerosis 

15 

19. A method of diagnosis of a patients susceptibility to atherosclerosis which 
comprises taking a sample of blood from the patient and analysing said sample for the 
presence of the enzyme Lp-PLA2- 

20 20. The method according to claim 19 in which the analysis of said sample 
comprises assaying the sample for enzyme activity. 

21. The method according to claim 19 in which the analysis of said sample 
comprises assaying the sample for protein content using polyclonal or monoclonal 

25 antibodies raised against the enzyme. 

22. A polyclonal antibody raised against the purified Lp-PLA2 enzyme as claimed 
in any of claims 1 to 8. 

30 23. A monoclonal antibody raised against the purified Lp-PLA2 enzyme as 
claimed in any of claims 1 to 8. 

24. A method of screening compounds to identify those compunds which inhibit 
the enzyme comprising contacting isolated enzyme Lp-PLA2 with a test compound 
35 and measuring the rate of turnover of an enzyme substrate as compared with the rate 
of turnover in the absence of test compound. 
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Fig.1 Compound 4 inhibits copper (5|iM) - stimulated LDL 
(1 50^g/ml) oxidation. 
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kDa Std 1 2 3 4 5 6 



94 
76 
45 



34 



Lanes 2, 4 and 6 contain adjacent fractions of 
purified native Lp-PLA2. Lanes 1,3 and 5 are 
fractions 2, 4 and 6 respectively after 
N-deglycosylation. 
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